1D Name Symbol
A 52 P257502 insulin-like growth factor binding proteir Igfbp4
A 52 P324825 tetraspanin 9 Tspan9
A 52 P880457 i 1 Ampd1
A 52 P481279 gene model 1060, (NCBI) Gm1060
A 51 P271704 calponin 3, acidic Cnn3
A 51 P151484 ATPase, Na+/K+ transporting, beta 1 poly Atp1b1
A 51 P176972 adhesion molecule with Ig like domain 2 Amigo2
A 51 P470432 PDZ and LIM domain 4 Pdlim4
A 51 P201708 a: ansfer like activity Ggtla1
A 51 P230287 sortilin-related VPS10 domain containin¢ Sorcs2
A 51 P243134 adenylate cyclase 6 Adcy6
A 52 P471395 interferon gamma receptor 2 Ifngr2
A 51 P471791 ST8 alpha-N-acetyl-neuraminide alpha-2, St8siaé
A 51 P220723 RIKEN cDNA B230118H07 gene B230118HO7Ri
A 52 P637172 RIKEN cDNA 4833409A17 gene 4833409A17Ri
A 51 P324228 special AT-rich sequence binding proteir Satb1
A_52_P37826 death associated protein kinase 1 Dapk1
A 52 P803094 similar to Glyceraldehyde-3-phosphate d LOC620306
A 51 P264878 EMI domain containing 1 Emid1
A 52 P226214 ST8 alpha-N-acetyl-neuraminide alpha-2, St8siaé
A 52 P225438 ring finger protein 130 Rnf130
A 51 P490867 ide py I Enpp4
A 51 P391955 RIKEN cDNA 2310032F03 gene 2310032F03Ril
A 52 P565427 myosin VI Myo6
A 51 P398517 ring finger protein 130 Rnf130
A 51 P156547 transcription factor 3 Tef3
A 51 P158018 RIKEN cDNA 2310026E23 gene 2310026E23Ril
A 51 P281778 RIKEN cDNA 2210010C17 gene 2210010C17Ri
A 52 P681391 GO/G1 switch gene 2 GO0s2
A 51 P173709 G protein-coupled receptor, family C, arc Gprc5b
A 52 P184618 BTB and CNC homology 2 Bach2
A_52_P233811 RIKEN cDNA B430306N03 gene B430306N03Ri
A 51 P293087 matrix metallopeptidase 11 Mmp11
A 52 P706060 RIKEN cDNA 2700083E18 gene 2700083E18Ril
A 51 P253502 cyclic nucleotide gated channel alpha1 Cngal
A 52 P328044 transducin-like enhancer of split 1, homc Tle1
A 51 P450191 ADP-ribosyltransferase 4 Art4
A 51 P124133 cytochrome P450, family 2, subfamily d, Cyp2d9
A 52 P127068 ser ticoid kinase 3 Sgk3
A 51 P264666 procollagen, type Xl, alpha 2 Col11a2
A 52 P330694 transducin-like enhancer of split 1, homc Tle1
A 51 P479204 brain protein I3 Bri3
A 52 P279845 sortilin-related VPS10 domain containin¢ Sorcs2
A 51 P437309 2'-5' oligoadenylate synthetase-like 1 Oasl1
A 52 P350950 DENN/MADD domain containing 2C Dennd2c
A 51 P447894 transglutaminase 4 (prostate) Tgm4
A 51 P184724 Cnksr family member 3 Cnksr3
A 51 P516870 integral membrane protein 2A Itm2a
A 51 P105068 RIKEN cDNA 2310010M24 gene 2310010M24Ri
A_51_P317391
A 51 P438905 InaD-like (Drosophila) Inadl
A 51 P184728 Cnksr family member 3 Cnksr3
A 52 P234039 zinc and ring finger 3 Znrf3
A 52 P161454 lactate dehydrogenase D Ldhd
A 51 P280947 killer cell lectin-like receptor, subfamily [ Kird1
A_52_P95910 UDP-c ceramide ¢ ansfer: Ugcg
A_51_P208511 inoi ptor 2 (macr Cnr2
A 51 P236234 selectin, lymphocyte Sell
A_52_P185119 RIKEN cDNA 2210010C17 gene 2210010C17Ri
A 52 P665675 ATP-binding cassette, sub-family A (ABC Abca1
A 51 P406429 pyruvate dehvdrogenase kinase, isoenzy Pdk1
A 51 P216219 PTK2 protein tyrosine kinase 2 Ptk2
A 51 P174081 zinc finger, DHHC domain containing 14 Zdhhc14
A_52_P30027 solute carrier family 16 (monocarboxylic Slc16a5
A 51 P403636 MAD homolog 7 (Drosophila) Smad7
A 51 P292736 CD72 antigen Cd72
A 51 P440923 RIKEN cDNA 2310014D11 gene 2310014D11Ril
A 51 P138895 coiled-coil domain containing 102A Ccdc102a
A 51 P327632i in superfamily, 3 Igsf3
A 52 P373893 activin A receptor, type 1B Acvrib
A 51 P448762 TXK tyrosine kinase Txk
A_52_P14600 CD72 antigen cd72
A 51 P128667 Ly6/neurotoxin 1 Lynx1
A_52_P411015 RIKEN cDNA B130040020 gene B130040020Ri
A 51 P504073 NUAK family, SNF1-like kinase, 2 Nuak2
A 51 P231482i in superfamily, 3 Igsf3
A 52 P496775 vang-like 2 (van gogh, Drosophila) Vangl2
A 52 P354682 ELOVL family member 7, elongation of Ic ElovI7
A 51 P414243 expressed sequence C85492 C85492
A 51 P472970 myosin VI Myo6
A 51 P282227 arsenic (+3 oxidation state) methyltransf As3mt
A 51 P214470 RIKEN cDNA 2610019F03 gene 2610019F03Ril
A 52 P663600 p21 (CDKN1A)-activated kinase 1 Pak1
A 51 P326854 RIKEN cDNA 2610018103 gene 2610018I03Rik
A 51 P405397 extracellular matrix protein 1 Ecm1
A_51_P451186 RAB3A interacting protein Rab3ip
A 52 P413626 cDNA sequence BC030863 BC030863
A 51 P179565 RIKEN cDNA 2010204K13 gene 2010204K13Ri
A 51 P305936 neural precursor cell expressed, develor Nedd4l
A 52 P836852 TXK tyrosine kinase Txk
A_51_P413111 protein phosphatase 1 (formerly 2C)-like Ppm1l
A_52_P3229 inoi ptor 2 (macr cnr2
A 51 P335770 RIKEN cDNA 2600003E23 gene 2600003E23Ril
A_52_P143357
A 51 P507359 Williams Beuren syndrome chromosome Whscr27
A 51 P207934 ide py Enpp4
A 52 P559957 RIKEN cDNA D930010J01 gene D930010J01Ri
A 52 P180044 par-6 partitioning defective 6 g gi Pardég
A 51 P162612 mitogen-activated protein kinase kinase Map4k5
A 51 P467505 cytoplasmic tyrosine kinase, Dscr28C re Tec
A 52 P324934 integrin alpha 6 Itga6
A 51 P451338 jagged 2 Jag2
A 52 P200286 RIKEN cDNA 2810003K23 gene 2810003K23Ri
A_51_P202911 RIKEN cDNA 2810022L02 gene 2810022L02Ril
A 52 P600471 Cnksr family member 3 Cnksr3
A_51_P112912 related RAS viral (r-ras) oncogene homo Rras2

Accession UniGene
NM_010517  Mm.233799
NM_175414  Mm.21814

NM 00103330: Mm.331272
NM 00103346( Mm.389604

NM_028044  Mm.275555
NM_009721  Mm.4550
NM_178114  Mm.24005
NM_019417  Mm.21830
NM_011820  Mm.257927
NM_030889  Mm.34113
NM_007405 Mm.157091
NM_008338  Mm.249364
NM_145838  Mm.330004
NM_026592 Mm.31263
AK154222 Mm.329858
NM_009122  Mm.311655
NM_029653  Mm.24103
AK041010 Mm.270304
NM_080595  Mm.840
AK136873 Mm.393036
NM_021540  Mm.359004
NM_199016  Mm.255971
NM_029723  Mm.275769
NM 00103954¢ Mm.4040
NM_021540  Mm.359004
NM_009332  Mm.321330
NM_026279  Mm.45533
AKO033677 Mm.98583
NM_008059  Mm.3283
NM_022420  Mm.103439
NM_007521  Mm.270304
NM_177083  Mm.123455
NM_008606  Mm.4561
NM 00102989( Mm.275154
NM_007723  Mm.373201
NM_011599  Mm.278444
NM_026639  Mm.31840
NM_010006  Mm.378904
NM_133220 Mm.336410
NM_009926 ~ Mm.20230
AY 155196 Mm.278444
AK153727 Mm.430717
AKO047881

NM_145209  Mm.95479
NM_177857  Mm.293641
NM_177911 Mm.195309
NM_172546  Mm.37984
NM_008409  Mm.193
NM_027990  Mm.41381
ENSMUST000( Mm.425932
NM_172696  Mm.90218
NM_172546  Mm.37984
XM_893176 ~ Mm.216313
NM_027570  Mm.27589
NM_010654  Mm.391515
NM_011673  Mm.198803
NM_009924  Mm.297251
NM_011346  Mm.1461
AK008696 Mm.98583
NM_013454  Mm.277376
NM_172665 Mm.34411
NM_007982  Mm.254494
NM_146073  Mm.399660
XM_126601 Mm.25773
NM_008543  Mm.34407
NM_007654  Mm.188157
AK009333 Mm.392005
NM 00103353: Mm.277871
NM_207205 Mm.257997
AK154578 Mm.308467
NM_013698  Mm.3264
BC003824 Mm.188157
NM_011838  Mm.257067
AK045150 Mm.359004
NM_028778  Mm.100666
AK019524 Mm.257997
BC075636 Mm.36148
NM_029001  Mm.286127
NM_153540  Mm.335551
U49739 Mm.4040
NM_020577  Mm.28566
NM_173744  Mm.5727
BC079838 Mm.260227
AK049229 Mm.53469
NM_007899  Mm.3433
NM 00100395( Mm.336394
XM_622935  Mm.122399
AK002502 Mm.45111
NM_031881  Mm.98668
NM_013698  Mm.3264
AK147389 Mm.40577
NM_009924  Mm.297251
NM_027373  Mm.125167
NAP026408-1

NM_024479  Mm.34235
NM_199016  Mm.255971
NM_134147  Mm.135815
AK019835 Mm.24678
NM_024275  Mm.291936
NM_013689  Mm.319581
AK045391

NM_010588 Mm.186146
XM_126677  Mm.430744
NM_144882  Mm.159989
NM_172546  Mm.37984
NM_025846  Mm.276572

Gene H L N R Difference (H-R) B
16010 7.4275 11.9065 12.3965 9.328 -1.901 255
109246 6.608 10.803 11.2845 8.7775 =217 5.809
229665 6.5895 10.119 11.26 8.333 -1.743 0.851
381738 6.551 9.6075 10.934 10.75 -4.199 5.07
71994 8.692 11.519 12.608 10.592 -1.9 5.936
11931 9.5625 12.5545 13.4535 11.1035 -1.541 5.322
105827 6.919 9.245 10.494 8.0855 -1.167 3.699
30794 12.0355 14.222 15.528 9.096 2.939 6.381
23887 9.0825 11.9425 12.494 7.0955 1.987 6.946
81840 6.5405 9.332 9.782 10.078 6.968
11512 9.4125 11.7285 12.532 10.952 5.635
15980 10.141 12.411 13.137 12.1805 6.413
241230 9.7865 12.3735 12.7585 11.6435 4.65
68170 6.6695 8.4325 9.5625 9.0345 . 0.423
74580 7.0825 9.167 9.9705 8.411 -1.328 4.499
20230 12.5815 15.0115 15.4625 13.741 -1.16 1.444
69635 6.1595 8.0405 9.028 8.054 -1.894 5.861
620306 6.951 9.0455 9.7935 8.421 -1.47 4.407
140703 7.193 9.131 10.016 8.495 -1.302 5.47
241230 8.184 10.669 11.005 10.127 -1.943 5.803
59044 9.6215 11.5385 12.4345 12.1255 -2.504 5.661
224794 8.527 10.6485 11.3255 10.421 -1.894 7.733
76747 12.046 13.7565 14.844 10.1405 1.905 2171
17920 8.692 10.6485 11.4675 10.41 -1.718 1.981
59044 9.3475 11.3405 12.105 11.778 -2.431 3.891
21415 6.5825 8.2835 9.338 9.3185 -2.736 4.943
67621 7.24 8.8915 9.978 9.1325 -1.892 2.247
70080 8.905 11.091 11.628 11.395 -2.49 8.188
14373 6.3415 8.1585 9.062 7.2525 -0.911 0.411
64297 8.0135 9.853 10.725 9.5195 -1.506 2.886
12014 11.486 13.6835 14.12 13.0415 -1.556 2.908
320148 6.6885 9.025 9.268 8.033 -1.344 2.988
17385 7.021 9.045 9.59 9.8605 -2.839 4.584
72640 6.7845 8.121 9.318 8.716 -1.932 4.867
12788 8.838 10.4195 11.3495 7.7585 1.08 0.175
21885 7.8745 9.6575 10.381 9.516 -1.642 2.623
109978 7.3125 9.151 9.8065 8.998 -1.685 2.363
13105 7.1495 9.156 9.576 8.583 -1.433 4.53
170755 8.1545 9.664 10.5775 9.0295 -0.875 0.122
12815 8.531 10.665 10.932 10.442 -1.911 1.261
21885 8.347 10.0205 10.728 9.9935 -1.646 6.585
55950 6.7195 8.4115 9.0985 7.889 -1.17 3.422
81840 5.7745 7.5575 8.116 7.6745 -1.9 2.232
231655 8.1765 9.8115 10.503 9.4 -1.224 0.759
329727 6.4305 7.8385 8.7405 7.236 -0.806 0.095
331046 6.4865 7.8605 8.792 7.8135 -1.326 3.117
215748 8.1085 10.0715 10.405 11.206 -3.098 9.583
16431 12.122 13.419 14.3955 13.3175 -1.195 2.313
71897 9.876 11.3695 12.12 7.951 1.925 4.874
NA 7.004 8.5295 9.2455 8.309 -1.305 2.768
12695 8.15 9.833 10.3885 9.795 -1.645 3.852
215748 7.7905 9.658 10.018 10.85 -3.059 9.615
407821 8.0585 9.4405 10.284 9.7795 -1.722 4.152
52815 6.571 8.05 8.7955 7.8525 -1.282 3.64
16643 10.496 11.3855 12.7085 7.6515 2.844 4.013
22234 11.87 13.5125 14.076 12.8445 -0.975 1.194
12802 8.844 10.65 11.0345 10.8875 -2.044 8.182
20343 12.2365 13.873 14.392 13.9235 -1.687 6.341
70080 6.8625 8.6425 9.0105 8.8165 -1.954 1.816
11303 8.825 10.5585 10.95 10.2805 -1.456 3.567
228026 11.19 12.42 13.298 11.941 -0.751 0.445
14083 6.285 7.6105 8.3875 7.4255 -1.14 257
224454 5.7805 7.087 7.873 6.993 -1.212 3.926
217316 8.8375 10.101 10.902 7.748 1.089 0.277
17131 10.0105 11.458 12.0655 11.36 -1.35 2.305
12517 9.534 11.5005 11.573 12.086 -2.552 5.383
69633 11.044 12.752 13.069 12.458 -1.414 4.183
234582 77 9.104 9.709 8.395 -0.695 1.063
78908 6.5065 8.287 8.508 8.624 -2.118 541
11479 10.4605 11.7765 12.457 11.071 -0.611 0.206
22165 10.514 11.8015 12.5105 11.111 -0.597 0.662
12517 9.8985 11.7965 11.8845 12.335 -2.436 4.556
23936 7.2075 8.2835 9.18 8.1395 -0.932 0.168
320962 6.442 7.8965 8.4085 8.205 -1.763 2.85
74137 7.021 8.102 8.984 8.353 -1.332 0.575
78908 6.1005 7.5355 8.062 7.913 -1.812 1.205
93840 7.339 8.66 9.2555 9.091 -1.752 1.421
74559 7.3845 8.082 9.2985 6.302 1.082 1.747
215494 5.84 6.6975 7.7475 7.011 -1.171 1.779
17920 6.137 7.489 8.043 7.2055 -1.069 1.958
57344 8.362 9.718 10.246 10.122 -1.76 2.829
72148 9.386 10.4455 11.267 7.8295 1.556 5.308
18479 6.0445 7.3675 7.9145 7.632 -1.588 4.031
70348 8.0415 9.067 9.9065 9.1685 -1.127 2413
13601 11.654 13.464 13.4935 14.822 -3.168 10.376
216363 10.2835 11.7145 12.123 11.385 -1.102 2.81
194404 7.388 8.6915 9.225 9.2915 -1.903 2.783
68355 8.4605 9.583 10.2955 10.829 -2.368 0.794
83814 6.9805 8.075 8.807 7.9905 -1.01 4173
22165 12.4965 13.7465 14.304 13.132 -0.636 1.063
242083 7.7 9.4755 9.515 11.626 -3.916 8.243
12802 7.5015 9.0065 9.3015 9.112 -1.61 4.946
70292 10.4415 11.5485 12.2395 11.572 -1.13 1.614
NA 6.737 8.131 8.535 7.7005 -0.963 1.065
79565 10.007 11.247 11.8045 10.733 -0.726 1.692
224794 7.304 9.047 9.0915 8.7665 -1.462 2.205
107227 10.6205 11.852 12.399 11.6615 -1.041 0.069
93737 7.386 8.9615 9.1595 9.546 -2.16 2431
399510 8.825 10.196 10.597 10.353 -1.528 2.628
21682 9.41 10.3585 11.1585 10.0785 -0.668 0.742
16403 8.198 9.6205 9.943 9.851 -1.652 0.881
16450 7.0565 8.2065 8.796 8.4085 -1.352 2.043
69926 7.0285 8.4255 8.7655 8.6905 -1.662 5.395
67198 6.4195 7.5485 8.1435 7.519 -1.1 1.062
215748 7.621 9.389 9.3415 10.5315 -2.91 9.133
66922 11.477 12.641 13.195 12.822 -1.345 5.238



A 51 P133591 cDNA sequence BC017647 BC017647 AKO082554 Mm. 119387
A 52 P664405 zinc finger protein 286 Zfp286 NM_138949  Mm.168530
A 52 P248764 ceramide kinase Cerk NM_145475  Mm.222685
A 52 P558859 related RAS viral (r-ras) oncogene homo Rras2 NM_025846  Mm.276572
A 51 P386270 RIKEN cDNA 9030605E09 gene 9030605E09Ril NM_201360  Mm.226708
A 51 P164203 expressed in non-metastatic cells 4, prot Nme4 NM_019731 Mm.41787
A 51 P371710 toll-like receptor 7 Tir7 NM_133211 Mm.23979
A 52 P496772 vang-like 2 (van gogh, Drosophila) Vangl2 BC075636 Mm.36148
A 51 P363749 interferon regulatory factor 6 Irfé NM_016851  Mm.305674
A_51_P250058 TC1463322

A 51 P205286 proprotein convertase subtilisin/kexin ty Pcsk4 NM_008793  Mm.299916
A 52 P201598 RIKEN cDNA 2610018103 gene 2610018I03Rik AK049229 Mm.53469
A 51 P143431 phosphodiesterase 3B, cGMP-inhibited Pde3b NM_011055  Mm.430730
A 52 P670095 GATA binding protein 1 Gata1 NM_008089  Mm.335973
A 51 P388042 zinc finger protein 238 Zfp238 NM_013915  Mm.330700
A 51 P102096 myelocytomatosis oncogene Myc NM_010849  Mm.2444
A 52 P662944 sperm acrosome associated 1 Spacal NM_026293 Mm.55848
A 52 P664404 zinc finger protein 286 Zfp286 NM_138949  Mm.168530
A 52 P387724 transcription factor 3 Tef3 NM_009332 Mm.321330
A 52 P663413 pr 0 proline, 2 le ate 4-dic P4ha2 NM_011031 Mm.3705
A 51 P463034 RIKEN cDNA 4930432K21 gene 4930432K21Ril NM_029045 Mm.33625
A 52 P289854 RIKEN cDNA 2310047A01 gene 2310047A01Ri XM_975187  Mm.41904
A_52_P141136 RIKEN cDNA 2310009E04 gene 2310009E04Ril AK082737 Mm.276098
A 51 P501757 RGM domain family, member B Rgmb BC096024 Mm.293466
A 52 P609375 ribonucleoprotein, PTB-binding 2 Raver2 NM_183024 Mm.185636
A 51 P245631 RIKEN cDNA 3222401M22 gene 3222401M22Ri BC038341 Mm.425022
A 51 P293938 RAS-like, family 11, member B Rasl11b AK004534 Mm.293316
A 52 P629487 selenium binding protein 1 Selenbp1 NM_009150 Mm.196558
A 51 P338961 glutamine and serine rich 1 Qser1 XM_130565 Mm.274314
A_52_P81270 integrin alpha 6 Itga6 NM_008397  Mm.225096
A 52 P108346 myelocytomatosis oncogene Myc NM_010849  Mm.2444
A 52 P601055 metastasis suppressor 1 Mtss1 AK129139 Mm.215481
A 51 P175303 transducin-like enhancer of split 2, homc Tle2 NM_019725 Mm.38608
A 51 P431018 selenium ding protein 2 Selenbp2 NM_019414  Mm.225405
A_52_P611213 open reading frame 28 ORF28 BC005604 Mm.101927
A 52 P598253 RAB3A interacting protein Rab3ip NM 00100395( Mm.336394
A_52_P81630 RIKEN cDNA 2810001G20 gene 2810001G20Ri AK012631 Mm. 124828
A 52 P681456 RIKEN cDNA 3222401M22 gene 3222401M22Ri BC038341 Mm.425022
A 51 P464478 interleukin 4 receptor, alpha ll4ra NM 00100870( Mm.233802
A 52 P679470 histocompatibility 2, O region beta locus H2-Ob NM_010389  Mm.327358
A 51 P209261 sulfide quinone reductase-like (yeast)  Sqrdl NM_021507  Mm.28986
A 51 P316243 RIKEN cDNA C330024D12 gene C330024D12Ri AK021221 Mm.425468
A_52_P67088 expressed in non-metastatic cells 4, prol Nme4 NM_019731 Mm.41787
A 51 P423666 F-box protein 17 Fbxo17 NM_015796  Mm.358659
A 52 P283524 Down syndrome critical region gene 1-lit Dscr1l2 NM_022980 Mm.331970
A 51 P150433 CD8 antigen, beta chain 1 Cd8b1 NM_009858

A 51 P425657 par-6 partitioning defective 6 a g: Pardég NM_053117  Mm.24678
A 51 P480190 sperm acrosome associated 1 Spacal NM_026293 Mm.55848
A 51 P307316 synapse defective 1, Rho GTPase, homo Syde1 AK004654 Mm.86439
A 51 P124784 acid phosphatase-like 2 Acpl2 NM_153420  Mm.233031
A_51_P116581 coiled-coil domain containing 22 Ccdc22 NM_138603 Mm.288192
A 52 P534870 B-cell leukemia/lymphoma 2 Bcl2 NM_009741 Mm.257460
A 51 P220062 matrix metallopeptidase 15 Mmp15 NM_008609 Mm.217116
A 51 P438479 zinc finger protein 281 Zfp281 NM_177643  Mm.62521
A 51 P303089 tetratricopeptide repeat domain 28 Ttc28 AK122427 Mm.389674
A 52 P636742 ring finger protein 122 Rnf122 NM_175136  Mm.29532
A 52 P528634 tetratricopeptide repeat domain 27 Ttc27 NM_152817  Mm.209503
A 52 P227279 vasoactive intestinal peptide receptor 1 Vipr1 NM_011703 Mm.282007
A 52 P103513 ribosomal protein L13 Rpl13 BC083148

A_51_P304296 ENSMUSTO000( Mm. 114054
A 52 P398673 RIKEN cDNA 2410017P07 gene 2410017P07Ril NM_026643  Mm.338605
A 51 P333279 hyperpolarization-activated, cyclic nucle Hcn3 NM_008227 Mm.389461
A_52_P320686 TC1531727

A 52 P683728 autophagy-related 4C (yeast) Atgdc NM_175029  Mm.277366
A 51 P126437 ectodermal-neural cortex 1 Enc1 NM_007930 Mm.241073
A 51 P430423 adenosine deaminase Ada NM_007398 Mm.388

A 52 P589550 nuclear receptor subfamily 2, group C, m Nr2c1 NM_011629  Mm.107483
A 51 P164987 cDNA sequence BC022593 BC022593 NM 00103972 Mm.44181
A 51 P450365 thioredoxin reductase 3 Txnrd3 NM_153162  Mm.229332
A 51 P350996 zinc finger protein 358 Zfp358 NM_080461 Mm.299073
A 51 P262401 integrin alpha 6 Itga6 BC024571 Mm.225096
A 52 P293443 endothelial PAS domain protein 1 Epas1 AK087208 Mm.1415

A 51 P138502 tetratricopeptide repeat domain 28 Ttc28 BC002262 Mm.295660
A 52 P214479 arsenic (+3 oxidation state) methyltransf As3mt NM_020577 Mm.28566
A 51 P233954 sestrin 1 Sesn1 NM 00101337( Mm.139418
A 51 P364014 inositol 5 A Inpp5a NM_183144  Mm.277096
A_51_P418809 ENSMUST000( Mm.430763
A 51 P212515 protein phosphatase 1 (formerly 2C)-like Ppm1l NM_178726  Mm.40577
A 52 P281747 RIKEN cDNA 2210409B22 gene 2210409B22Ril AK008866 Mm.270088
A 51 P275016 solute carrier family 7 (cationic amino ac Sic7a3 NM_007515  Mm.5140

A 52 P614731 guanine nucleotide binding protein (G pr Gng12 NM_025278  Mm.234342
A 51 P303725 transmembrane protein 38a Tmem38a NM_144534  Mm.212927
A 52 P195018 centaurin, delta 3 Centd3 NM_139206  Mm.247642
A 51 P322273 protein tyrosine phosphatase 4a3 Ptp4a3 NM_008975  Mm.390807
A 51 P520849 secreted frizzled-related protein 2 Sfrp2 NM_009144  Mm.19155
A 52 P160456 mitogen-activated protein kinase kinase Map4k5 NM_201519  Mm.291936
A 51 P389664 scratch homolog 2, zinc finger protein (C Scrt2 XM_619828  Mm.214317
A 52 P522166 RIKEN cDNA 2810026P18 gene 2810026P18Ril BU509931 Mm.21798
A 51 P303095 tetratricopeptide repeat domain 28 Ttc28 NM_024477  Mm.389674
A 51 P305437 reticulocalbin 1 Ren1 NM_009037  Mm.4876
A 52 P625600 Bcl3 binding protein B3bp AV116077 Mm.393231
A 52 P480872 ceramide kinase Cerk NM_145475  Mm.222685
A 51 P259861 methyltransferase like 9 Mettl9 NM_021554 Mm.29122
A 51 P234233 RIKEN cDNA 4930523C11 gene 4930523C11Ril NM 00100954f Mm.25797
A 52 P439248 idylate sy 7 q (S. Pus7 NM_178403  Mm.58660
A 51 P178692 ectodermal-neural cortex 1 Enc1 NM_007930 Mm.241073
A 52 P503849 prickle like 1 (Drosophila) Prickle1 NM 001033217 Mm.150314
A 51 P461504 eukaryotic elongation factor-2 kinase Eef2k NM_007908 Mm.25997
A_51_P214612 AK032608

A 52 P386627 interleukin-1 receptor-associated kinase Irak3 NM_028679 Mm.146194
A_51_P464911 ionil ide r B2 Msrb2 NM_029619  Mm.27166
A 51 P332140 chloride channel 2 Clcn2 NM_009900 Mm.177761
A 51 P391727 solute carrier family 3, member 1 Slc3al NM_009205 Mm.227176
A 51 P275697 RIKEN cDNA 1500005K14 gene 1500005K14Ril AK005164 Mm.34131
A 52 P522157 RIKEN cDNA 2810026P18 gene 2810026P18Ril BC032970 Mm.21798
A 51 P1306338 RIKEN cDNA 2410017P07 gene 2410017P07Ril NM_026643  Mm.338605

A 52 P573174 Bcl3 binding protein B3bp

NM 001024917 Mm.332398

216971
192651
223753
66922
380997
56520
170743
93840
54139
NA
18551
70348
18576
14460
30928
17869
67652
192651
21415
18452
74666
71918
75578
68799
242570
74013
68939
20341
99003
16403
17869
211401
21886
20342
246738
216363
66456
74013
16190
15002
59010
78444
56520
50760
53902
12526
93737
67652
71709
235534
54638
12043
17388
226442
209683
68867
74196
22354
270106
NA
103268
15168
NA
242557
13803
11486
22025
330189
232223
140482
16403
13819
209683
57344
140742
212111
NA
242083
70174
11989
14701
74166
106952
19245
20319
399510
545474
72655
209683
19672
333789
223753
59052
238405
78697
13803
106042
13631
NA
73914
76467
12724
20532
76566
72655
103268
333789

6.9695
6.534
8.9245
8.992
6.2575
8.883
7.4645
6.767
9.6775
10.9575
7.3525
6.925
9.0855
6.651
10.7315
11.1725
7.1705
6.6355
5.8485
7.3485
7.1065
6.3555
6.2365
8.232
7.3915
7.585
8.3705
7.464
8.6595
11.484
11.045
11.69
7.0045
7.3445
7.519
11.5565
11.7095
7.778
13.133
8.001
9.6565
8.0825
7.9705
7.783
10.638
12.0795
8.062
7.564
6.952
10.469
12.5275
11.6575
5.9145
11.9185
9.7885
8.84
11.1665
8.624
8.778
9.8015
6.358
7.9485
8.8595
6.806
11.6545
9.833
8.2375
8.2305
8.0345
7.94
12.6995
7.5215
9.632
7.3765
13.3215
8.7975
5.781
7.6665
8.5945
6.931
6.892
8.0535
6.901
11.5955
5.824
6.53
8.553
8.744
8.844
10.6505
10.2815
7.1475
12.4875
6.928
7.546
7.3535
6.251
7.3615
6.0765
7.5785
10.6885
8.646
6.761
8.7665
12.602
9.2975
7.5935

8.3585
7.645
10.3825
9.8875
7.6
9.6805
8.6645
7.912
11.0025
11.849
8.506
7.8055
9.99
8.4415
11.606
12.213
8.4475
7.6615
6.689
7.782
8.2565
7.381
7.469
8.7265
8.08
8.595
9.498
8.6645
9.6165
13.0755
12.043
12.5755
7.717
8.5265
8.405
12.7855
12.3875
8.9735
14.5765
9.453
10.969
9.752
8.728
8.849
11.8845
12.5935
9.6895
8.739
8.3105
11.272
13.6535
12.6985
7.0295
13.066
10.9965
9.8325
12.206
9.2695
9.703
11.0005
7.324
8.983
9.5835
7.4115
12.346
10.4955
9.1265
9.13
8.91
8.911
13.951
8.2195
11.008
8.348
14.4385
9.9925
6.7495
8.793
9.3855
7.6285
7.9085
8.714
7.6645
12.774
6.588
7.3025
9.0585
9.3525
10.008
11.5475
10.93
8.0285
12.886
7.816
8.3315
8
7.0375
8.413
6.9985
8.5585
11.6515
9.452
7.6155
9.3735
13.2795
9.919
8.062

8.6835
8.2265
10.6165
10.6785
7.9385
10.5645
9.1415
8.444
11.3525
12.629
9.0215
8.594
10.752
8.316
12.385
12.8215
8.816
8.277
7.484
8.974
8.7105
7.9575
7.8345
9.8305
8.972
9.1645
9.9465
9.032
10.2255
13.0475
12.6
13.2445
8.5575
8.8715
9.045
13.0775
13.231
9.2855
14.6355
9.4945
11.1455
9.5705
9.4535
9.2575
12.106
13.5415
9.523
9.009
8.389
11.8965
13.9495
13.078
7.33
13.3285
11.1965
10.246
12.5695
10.026
10.176
11.1975
7.752
9.3235
10.231
8.1625
13.0105
11.1825
9.581
9.569
9.3685
9.2685
14.026
8.8485
10.9575
8.7005
14.6445
10.112
7.0915
8.9765
9.9005
8.228
8.184
9.3325
8.179
12.87
7.0985
7.8045
9.8195
10.0045
10.091
11.8865
11.515
8.378
13.717
8.146
8.759
8.559
7.4565
8.564
7.2645
8.761
11.866
9.82
7.9275
9.9265
13.7525
10.441
8.729

8.229
8.0535
11.2935
10.394
7.301
7.0865
10.474
8.357
10.9315
9.211
9.16
7.984
6.741
10.4435
11.765
13.245
8.6565
8.096
7.647
6.018
7.9265
7.933
8.4575
7.1895
6.3365
8.7185
10.2055
9.383
9.983
13.1455
12.9585
12.457
8.6185
9.174
8.393
12.5995
10.566
8.876
14.723
9.385
11.0205
10.692
6.409
8.9455
11.8385
12.809
10.3685
8.991
8.77
9.5285
13.3755
13.1785
6.952
13.317
11.1835
9.5265
12.0585
6.8325
9.578
10.7575
7.439
9.3385
9.5505
7.7265
10.549
10.96
8.9685
9.1955
9.294
9.06
14.261
6.4905
10.917
8.8265
15.202
10.41
7.139
10.807
9.609
7.7605
8.4535
8.794
8.0155
12.8365
6.5835
7.6805
7.524
9.575
10.038
13.1265
10.966
8.7565
11.6515
7.8
8.8535
6.7125
7.198
9.3935
7.3545
8.345
11.555
9.7545
7.7845
7.4
13.6445
10.431
8.2295

-1.26
-1.52
-2.369
-1.403
-1.043
1.796
-3.01
-1.59
-1.254
1.746
-1.807
-1.059
2.345
-3.793
-1.034
-2.073
-1.486
-1.46
-1.799
1.33
-0.82
-1.578
-2.221
1.043
1.055
-1.134
-1.835
-1.919
-1.324
-1.661
-1.913
-0.767
-1.614
-1.83
-0.874
-1.043
1.144
-1.098
-1.591
-1.384
-1.364
-2.609
1.562
-1.163
-1.2
-0.73
-2.307
-1.427
-1.817
0.94
-0.848
-1.52
-1.038
-1.399
-1.395
-0.687
-0.892
1.792
-0.8
-0.956
-1.081
-1.39
-0.691
-0.921
1.106
-1.127
-0.731
-0.965
-1.259
-1.12
-1.561
1.031
-1.285
-1.45
-1.88
-1.612
-1.358
-3.141
-1.015
-0.83
-1.561
-0.74
-1.114
-1.241
-0.76
-1.15
1.029
-0.831
-1.194
-2.476
-0.684
-1.609
0.836
-0.872
-1.308
0.641
-0.946
-2.033
-1.278
-0.766
-0.867
-1.108
-1.024
1.367
-1.043
-1.134
-0.636

1.86
1.354
8.551
4.537
1.588
5.285
4.941
0.784
3.137
5.795
2.522
0.356
3.371

10.197
0.054
4.674
0.888

1.42
4.259
3.804
1.507
6.032
5.993
1.744
1.919
0.543
5.581
1.098
2197
2.331
6.146
1.842
2.634
1.487
0.029
1.191

0.43
2252
6.973
0.931

1.28
2123
6.431
2.948
2.868
0.842

7.01
1.168
3.695
1.379
0.717
7.338
2.875
5.143
5.024
0.532
3.607
4.139
2.581
0.185
4.774
3.476
1.676

2.35
3.888
0.595
0.347
1.475
1.941

4.8
6.837
3.414
0.712
3.182
4.784
5.993

2.81
4.922
1.785
0.931
5.189
0.106
1.522
2914
0.006
3.389
2.939
2.565

4.94
5.137
0.227

4.24

1.89
0.852
5171
0.462
0.679
2.838
1.121
0.676
0.231
4.957
2.206
0.208
0.243
2482
0.139



A 51 P256438 idylate sy 7 q (S. Pus7 NM_178403  Mm.58660
A 52 P657324 ring finger protein 32 Rnf32 NM_021470 Mm.87352
A 51 P475995 thyroid hormone receptor alpha Thra NM_178060 Mm.265917
A_51_P154913 AKO037524 Mm.217412
A 52 P382040 zinc finger, CCHC domain containing 11 Zcchc11 NM_175472  Mm.25181
A 52 P495553 zinc finger and BTB domain containing 1Zbtb10 XM_485202 Mm.103262
A 52 P677891 RIKEN cDNA A830073021 gene A830073021Ri BC034069 Mm.271969
A 52 P621617 DnaJ (Hsp40) homolog, subfamily B, mei Dnajb4 NM_027287 Mm.46746
A 52 P333097 mucolipin 3 Mcoln3 AKO033008 Mm. 114683
A 51 P415688 guanine nucleotide binding protein (G pr Gng12 NM_025278  Mm.234342
A 51 P382369 zinc finger protein 608 Zfp608 AK076178 Mm.192984
A 51 P499103 methyltransferase-like 1 Mettl1 NM_010792  Mm.251593
A _52_P53596 sestrin 1 Sesn1 NM 00101337( Mm.139418
A_52_P11402 leucine rich repeat containing 24 Lrrc24 NM_198119 Mm.289666
A 51 P148675 dystroglycan 1 Dag1 NM_010017  Mm.7524
A 51 P334619 zinc finger protein 1 Zfp1 X16493 Mm.4184

A 51 P452714 i large i Kcnmb4 NM_021452  Mm.245800
A_52_P1029186 TC1467337

A 51 P348183 transmembrane protein 141 Tmem141 NM 00104013( Mm.271147
A 52 P370685 nucleolar protein 5A Nol5a AK154024 Mm.29363
A 52 P534183 membrane associated guanylate kinase, Magi3 AK173225 Mm.264849
A 51 P480013 carbonic anhydrase 11 Cart1 NM_009800 Mm.27736
A 52 P222026 inergic r i beta poly Chrnb2 NM_009602  Mm.35088
A 52 P644210 p53 parkin-like ic r Parc AKO039107 Mm.329076
A 51 P332141 chloride channel 2 Clcn2 NM_009900 Mm.177761
A 51 P408932 single-stranded DNA binding protein 2 Ssbp2 NM_024186  Mm.343095
A_52_P20727 NHL repeat containing 1 Nhirc1 NM_175340 Mm.25593
A 51 P149960 RIKEN cDNA D030041N04 gene D030041N04Ri NM_173012  Mm.268349
A 51 P328539 enolase 3, beta muscle Eno3 NM_007933 Mm.251322
A 51 P394676 myocyte enhancer factor 2D Mef2d BC040217 Mm.28184
A 52 P325161 zinc finger and BTB domain containing 1Zbtb10 XM_485202 Mm.103262
A 52 P336142 ATP-binding cassette, sub-family G (WHI Abcg2 NM_011920  Mm.333096
A 52 P420734 RAS, guanyl releasing protein 2 Rasgrp2 BC051474 Mm.77017
A 51 P125467 insulin-like growth factor 2 receptor Igf2r NM_010515  Mm.26553
A 51 P382347 nepl isis 3 ) Nphp3 AK052281 Mm.41274
A 52 P641762 RIKEN cDNA 4732471D19 gene 4732471D19Ril NM_176987  Mm.376151
A 51 P412270 Rap ¢ i i ge factor Rapgef NM_175258  Mm.254404
A 52 P179068 guanylate cyclase 1, soluble, beta 3 Gucy1b3 NM_017469 Mm.9445

A 52 P544540 cDNA sequence BC016423 BC016423 AK220437 Mm.221609
A_52_P45841 golgi reassembly stacking protein 1 Gorasp1 NM_028976  Mm.277089
A 52 P384314 RIKEN cDNA 1110012D08 gene 1110012D08Ril NM_178066 ~ Mm.24630
A_52_P431116 procollagen, type XXIIl, alpha 1 Col23a1 NM_153393  Mm.154093
A 52 P380195 ADP-ribosylation factor-like 4C Arl4c NM_177305  Mm.27968
A 51 P172251 interferon-related developmental requlat Ifrd2 NM_025903  Mm.215335
A_52_P44824 guanine nucleotide binding protein (G pr Gngt2 NM_023121 Mm.46299
A 52 P278549 myelocytomatosis oncogene Myc NM_010849  Mm.2444
A 51 P513898 erythrocyte protein band 4.1-like 4a Epb4.114a NM_013512  Mm.3465
A_52_P1053544 A_52_P1053544

A 51 P445588 RIKEN cDNA 1110038D17 gene 1110038D17Ril AK034509 Mm.29382
A 52 P646858 carbonic anyhydrase 12 Car12 NM_178396  Mm.277921
A_51_P118132 SKl-like Skil NM_011386  Mm.15406
A 51 P364250 inter-alpha (globulin) inhibitor H5 Itih5 NM_172471 Mm.313876
A_51_P131175 potassium voltage-gated channel, subfai Kcnh2 NM_013569 Mm.6539
A_52_P119060 acid phosphatase, prostate Acpp NM_207668 Mm.19941
A 52 P658644 RIKEN cDNA A730024A03 gene A730024A03Ri NM_173753  Mm.34087
A 52 P588483 fibulin 1 Fbin1 NM_010180  Mm.297992
A 52 P378287 RIKEN cDNA 4930431B11 gene 4930431B11Ril NM_027448  Mm.199698
A 51 P254757 Rap ¢ i i ge factor Rapgef NM_175258  Mm.254404
A 51 P150120 microsomal glutathione S-transferase 2 Mgst2 NM_174995 Mm.24679
A_52_P62833 FAD-dependent oxidoreductase domain ' Foxred2 NM 00101798 Mm.295605
A_52_P11441 RABG6B, member RAS oncogene family Rab6b NM_173781 Mm.335395
A 51 P133792 LIM domain only 6 Lmo6 NM_175097  Mm.232232
A 51 P381408 villin 1 Vi1 NM_009509  Mm.430697
A 51 P364657 ring finger protein 32 Rnf32 NM_021470  Mm.87352
A 52 P566741 transcription factor 7-like 2, T-cell specifi Tcf712 NM_009333  Mm.139815
A 52 P474902 collagen, type XX, alpha 1 Col20a1 BC030415 Mm. 156855
A 51 P123623 exp 74 74 NM_207232  Mm.315089
A 52 P102223 (D phila) Pcnx NM_018814  Mm.86584
A 52 P406828 cDNA sequence BC068171 BC068171 NM 001030307 Mm.291062
A 52 P316817 intraflagellar transport 80 homolog (Chla Ift80 NM_026641 Mm.389451
A 51 P410715 heparan sulfate (glucosamine) 3-O-sulfo! Hs3st3b1 NM_018805 Mm.274426
A 51 P127681 chloride i 4 (mi Clic4 NM_013885 Mm.257765
A 51 P195066 sema domain, i domain ( NM_013658  Mm.22061
A_51_P519048 ENSMUST000( Mm.370478
A 52 P260555 villin 1 Vi1 NM_009509  Mm.430697
A 52 P151393 expressed sequence Al646023 Al646023 NM_198860 Mm.259320
A 52 P137331 solute carrier family 35 (UDP-glucuronic Slc35d1 AKO037934 Mm.281800
A 52 P971616 antisense Igf2r RNA Air AKO032756 Mm.430763
A 52 P640694 reg ing i Rims3 AK122226 Mm.192502
A 52 P251623 cDNA sequence BC057022 BC057022 NM 00100418( Mm.194212
A 51 P2262639 RIKEN cDNA 1190002H23 gene 1190002H23Ril NM_025427  Mm.29811
A 51 P463552 WD repeat domain 78 Wdr78 NM_146254  Mm.374877
A 51 P128499 DENN/MADD domain containing 3 Dennd3 XM_128129  Mm.322557
A_52_P11395 RIKEN cDNA 2810002009 gene 2810002009Ri NM_175179  Mm.182867
A 52 P394539 testis expressed gene 2 Tex2 NM_198292  Mm.102407
A 51 P466685 F-box and leucine-rich repeat protein 22 FbxI22 NM_175206  Mm.297998
A 52 P407086 ribosomal protein L10A Rpl10a NM_011287  Mm.336955
A 52 P248378 cryptochrome 2 (photolyase-like) Cry2 NM_009963  Mm.254181
A_52_P883263 AK034726

A 51 P377376 ¢ binding protein-like  GniI3 NM_178846  Mm.88512
A 52 P282838 spindlin family, member 2 Spin2 NM 00100537( Mm.293363
A 51 P469188 zinc finger, CCHC domain containing 11 Zcchc11 NM_175472  Mm.25181
A 52 P197402 RIKEN cDNA 4930505D03 gene 4930505D03Ri BC072607 Mm.233833
A 51 P187902 nucleolar protein 5A Nol5a NM_024193  Mm.29363
A 51 P244408 N-acy ingosi i olase 3-lik Asah3l NM_139306 Mm.45019
A 52 P154347 extracellular matrix protein 1 Ecm1 NM_007899  Mm.3433
A 51 P187507 acyl-Coenzyme A dehydrogenase family, Acad10 NM_028037  Mm.45423
A_52_P280448 TC1454733

A 52 P171019 mannosidase 1, alpha Man1a NM_008548  Mm.117294
A 52 P658465 RIKEN cDNA 9430008C03 gene 9430008CO3Ril XM 001004952 Mm.119198
A 52 P384931 ubiquitin specific peptidase 3 Usp3 AK158516 Mm.38976
A 51 P409173 lactate dehydrogenase B Ldhb NM_008492 Mm.9745

A 52 P124734 cytochrome b reductase 1 Cybrd1 XM_910566 Mm.45435
A_52_P99430 prolylcar i qi i Prcp NM_028243  Mm.389969
A 51 P161890 Fc receptor, IgG, alpha chain transporter Fcgrt NM_010189  Mm.3303

A 52 P135022 ine decarbox Ppcdc NM_176831 Mm.250508
A 51 P199968 FERM domain containing 6 Frmdé NM_028127  Mm.2962

78697
56874
21833
NA
230594
229055
320262
67035
171166
14701
269023
17299
140742
378937
13138
22640
58802
NA
51875
67134
99470
12348
11444
78309
12724
66970
105193
270035
13808
17261
229055
26357
19395
16004
74025
319719
192786
54195
105203
74498
73827
237759
320982
15983
14710
17869
13824
NA
68778
76459
20482
209378
16511
56318
216742
14114
75782
192786
211666
239554
270192
54630
22349
56874
21416
73368
218232
54604
245474
68259
54710
29876
20351
NA
22349
192734
242585
104103
242662
433940
66214
242584
105841
72345
21763
74165
19896
12953
NA
30877
278240
230594
74694
67134
230379
13601
71985
NA
17155
68108
235441
16832
73649
72461
14132
66812
319710

9.909
9.6225
11.8365
9.4815
7.524
6.52
8.9355
8.7385
8.0835
8.1085
6.195
6.851
10.514
6.9105
8.095
9.306
10.651
9.596
9.1615
8.9825
8.037
6.949
7.165
11.32
8.594
10.9135
7.48
8.15
11.3585
13.996
7.4075
8.442
13.649
12.6265
6.3135
8.5835
10.5965
6.8565
10.9595
6.8
9.4715
7.8095
11.5145
11.1675
7.3855
9.379
7.571
8.018
12.5445
7.2005
11.4245
10.4385
7.7855
9.2165
10.4735
7.903
8.26
12.5725
13.8285
8.5395
11.185
10.795
6.4015
8.172
6.0265
7.811
6.7935
8.3975
9.3375
7.1405
8.051
9.9125
13.0625
7.237
6.123
10.3455
7.089
6.804
8.3615
8.161
12.94
9.1865
7.914
10.7415
11.365
6.4925
15.3565
8.884
6.0785
10.872
8.8465
11.1115
9.0215
14.1945
7.8415
6.5295
9.575
6.883
7.8745
12.2355
11.4865
12.4805
5.8435
9.303
8.548
13.708
10.508

10.656
10.2845
12.787
10.2645
8.24
7.602
10.036
9.515
8.704
8.66
7.3765
7.538
11.6005
7.5315
9.155
9.8045
10.9885
10.509
9.273
9.638
8.636
8.3005
8.0125
12.3365
9.4015
11.786
7.9685
8.886
12.064
14.9795
8.6
9.1105
14.059
13.639
7.245
9.1585
11.443
7.814
11.657
7.441
10.102
8.324
12.01
11.619
8.273
10.1775
8.2905
8.9815
13.069
7.821
12.145
11.9295
8.682
9.447
11.0655
7.653
8.6945
13.368
14.8075
9.0445
12.233
11.523
7.0115
8.6865
6.527
8.5735
7.546
8.9505
9.621
8.012
8.33
10.314
13.4375
7.9955
6.6875
10.2285
7.6975
8.098
8.9885
8.4375
12.949
9.5325
8.372
11.3915
11.8385
6.9195
15.8065
9.7465
6.735
11.379
9.5125
11.8555
10.4285
14.6025
8.82
7.3885
10.2885
7.806
8.3685
12.848
11.9845
13.1835
6.31
9.74
8.592
14.4075
11.2795

11.04
10.747
12.96
10.604
8.6265
7.6155
10.026
9.8295
9.172
9.1945
7.28
7.9325
11.579
7.975
9.159
10.3695
11.706
10.65
10.21
10.0305
9.0805
7.986
8.196
12.3415
9.6085
11.9275
8.4915
9.1595
12.3655
14.9995
8.4105
9.4315
14.634
13.609
7.289
9.559
11.569
7.828
11.9315
7.7695
10.427
8.759
12.458
12.1025
8.315
10.306
8.496
8.943
13.465
8.1195
12.339
11.351
8.696
10.126
11.3805
8.805
9.1605
13.473
14.7285
9.439
12.0785
11.6895
7.288
9.0585
6.9125
8.694
7.671
9.272
10.2125
8.013
8.9205
10.782
13.9235
8.0955
6.981
11.2035
7.945
7.656
9.212
9.0115
13.7865
10.0315
8.7595
11.584
12.2035
7.3215
16.181
9.707
6.8985
11.692
9.664
11.928
9.8215
14.991
8.6265
7.309
10.3535
7.6615
8.653
13.0095
12.26
13.252
6.6145
10.0745
9.317
14.4675
11.2645

11.3875
7.5325
12.552
7.6645
8.546
8.127
10.434
9.6075
9.5225
9.3545
8.7545
7.6105
12.239
7.9715
9.1315
10.3125
9.703
10.726
7.542
9.85
9.0155
9.0655
7.943
12.2555
9.491
12.046
8.3365
8.8955
12.92
14.875
9.2895
9.1925
12.761
14.551
7.231
9.327
11.412
8.1225
11.6035
7.741
10.1695
8.7815
10.45
11.9825
8.31
11.1245
9.045
9.3085
11.838
9.3385
12.4175
13.531
9.079
8.1125
11.0895
6.4625
9.279
13.176
15.1595
9.541
12.522
11.6015
7.2235
6.401
7.6685
8.9695
7.6545
9.184
10.023
9.5145
6.5115
10.6195
11.5045
7.868
6.992
6.7175
8.6585
8.7465
9.785
7.0555
11.1575
10.6455
6.7405
11.8185
12.122
7.699
16.0065
9.49
7.0105
11.6815
10.46
12.267
10.6065
14.909
8.8745
8.476
10.204
8.1585
8.7715
12.966
12.368
13.6575
7.5125
10.0765
6.536
14.6655
11.946

-1.478
2.09
-0.715
1.817
-1.022
-1.607
-1.499
-0.869
-1.439
-1.246
-2.56
-0.76
-1.725
-1.061
-1.037
-1.006
0.948
-1.13
1.619
-0.868
-0.979
-2.117
-0.778
-0.935
-0.897
-1.133
-0.857
-0.745
-1.562
-0.879
-1.882
-0.75
0.888
-1.924
-0.917
-0.743
-0.816
-1.266
-0.644
-0.94
-0.698
-0.972
1.064
-0.815
-0.925
-1.745
-1.474
-1.291
0.707
-2.138
-0.993
-3.093
-1.293
1.105
-0.616
1.44
-1.019
-0.604
-1.331
-1.001
-1.338
-0.806
-0.822
1.771
-1.642
-1.158
-0.861
-0.786
-0.685
-2.374
1.539
-0.707
1.558
-0.631
-0.87
3.628
-1.569
-1.942
-1.423
1.106
1.782
-1.459
1.174
-1.077
-0.757
-1.207
-0.65
-0.606
-0.932
-0.809
-1.613
-1.156
-1.585
-0.715
-1.033
-1.947
-0.629
-1.275
-0.897
-0.731
-0.882
-1.177
-1.669
-0.774
2.013
-0.957
-1.439

6.864
6.555
0.932
1.497
0.87
3.042
5.187
0.372
0.905
3.478
5.078
0.434
1.175
0.912
0.271
0.331
0.401
1.154
1.388
3.232
0.08
5.699
1.76
0.608
2.636
1.946
0.494
2.167
6.398
0.142
5.027
0.106
1.81
5217
1.266
0.632
1.466
2.996
1.358
3.147
1.327
2.087
2.607
2.654
0.714
5.797
3.13
3.342
1.053
6.863
2.857
6.587
0.18
1.36
1.501
1.414
1.148
0.358
2.55
0.752
1.527
3.428
0.064
4.791
3.323
4.665
3.077
1.289
1.871
8.892
2181
0.546
3.563
1.526
1.515
10.882
5.525
1.938
4.199
0.098
1.636
4.334
2.246
0.463
0.548
2.495
0.679
0.263
0.23
2207
4.684
3.394
4.286
0.823
2979
1.833
0.832
1.289
1.978
0.43
1.797
1.351
3.082
0.682
8.349
2.077
5.536



A_52_P287772 AKO052728
A 52 P619262 mi i (¢ Mical3 AK122497
A 51 P458067 pr proline, 2 le ate 4-dic P4ha1 NM_011030
A 51 P303620 whirlin Whrn NM 00100879"
A 52 P607103 idyli itol 3 kinase, reg y Pik3r3 NM_181585
A 51 P363090 intraflagellar transport 80 homolog (Chla Ift80 NM_026641
A 51 P410260 idyli itol-4 5-kina Pip5k1a NM_008846
A_52_P6451 SEC24 related gene family, member A (S. Sec24a AK090341
A 51 P176352 N-myc downstream regulated gene 2 Ndrg2 NM_013864
A 51 P268953 transmembrane protein 64 Tmem64 AK170682
A_52_P135398 TC1461328
A 52 P468472 amyloid beta (A4) precursor protein App NM_007471
A 52 P377416 di 1 (Dr il Disp1 NM_026866
A_52_P841 zinc finger and BTB domain containing 1 Zbtb10 XM_485202
A 51 P264487 protein phosphatase 1, regulatory (inhibi Ppp1r3f NM_138605
A 51 P328725 SNF1-like kinase Snfllk NM_010831
A 52 P306305 A kinase (PRKA) anchor protein 2 Akap2 NM_009649
A 52 P135392 uridine-cytidine kinase 2 Uck2 BC004016
A_51_P211436 G protein-coupled receptor 83 Gpr83 NM_010287
A 51 P172155 histidine ammonia lyase Hal NM_010401
A 51 P157577 pleckstrin and Sec7 domain containing 2 Psd2 NM_028707
A 51 P338031 transient receptor potential cation chann Trpm1 AF047714
A 51 P208263 similar to 40S ribosomal protein S7 (S8) LOC333830 XM_982560
A 51 P367136 checkpoint suppressor 1 Ches1 BC029185
A 52 P472324 secretory leukocyte peptidase inhibitor Slpi NM_011414
A 52 P400224 copper chaperone for superoxide dismui Ccs NM_016892
A 51 P266928 transmembrane protein 71 Tmem71 NM_172514
A_51_P118237 ser ticoid kinase Sgk NM_011361
A 51 P506748 glucocorticoid receptor DNA binding fac Grif1 NM_172739
A 52 P732583 nucleophosmin 1 Npm1 NM_008722
A 51 P282760 period homolog 2 (Drosophila) Per2 NM_011066
A_51_P119857 sprouty protein with EVH-1 domain 1, rel Spred1 AKO017680
A_52_P261184 interleukin 1 receptor-like 2 1ri2 AK085780
A 51 P338262 troponin T2, cardiac Tnnt2 NM_011619
A_51_P435911 hy v-delta-5-steroid dehydroc Hsd3b7 NM_133943
A 51 P440904 mitochondrial ribosomal protein L30 MrplI30 NM_027098
A 51 P454008 lipopolysaccharide binding protein Lbp NM_008489
A 52 P495372 progl ive external gia 1 Peo1 NM_153796
A 52 P614198 RIKEN cDNA A430107P09 gene A430107P09Ri AK039793
A 52 P551987 fibronectin type Ill domain containing 7 Fndc7 NM_177091
A_51_P465211 WAP four-disulfide core domain 2 Wfdc2 NM_026323
A 51 P265151 Rho guanine nucleotide exchange factor Arhgef10 NM_172751
A 51 P479464 cell division cycle 2-like 6 (CDK8-like)  Cdc2I6 AK122421
A 51 P124345 copine V Cpne5 NM_153166
A 52 P470316 i protein Laptm4b NM_033521
A 51 P269084 Nur77 downstream gene 2 Ndg2 NM_175329
A_52_P362111 DNA segment, Chr 6, Wayne State Univei DEWsu176e  NM_138587
A 51 P179907 Dip3 beta Dip3b NM_145220
A 51 P371331 membrane protein, palmitoylated 5 (MAC Mpp5 NM_019579
A 51 P367977 C1q-like 3 C1ql3 AK053854
A 52 P565575 Rho GTPase activating protein 20 Arhgap20 NM_175535
A 51 P388826 G protei P i s Gprasp1 NM_026081
A 51 P172344 checkpoint suppressor 1 Ches1 NM_183186
A 51 P467410 nucleophosmin 1 Npm1 NM_008722
A 51 P266964 solute carrier family 35 (UDP-glucuronic Slc35d1 NM_177732
A 51 P237255 Kv channel-interacting protein 2 Kcnip2 NM_145703
A 52 P508397 RIKEN cDNA 1810026B05 gene 1810026B05Ril AK140938
A 51 P497295 ¢ i peptid (alu Qpct AK045974
A_52_P599533 NAP027583-1
A 51 P220422 protein kinase C and casein kinase subs Pacsin1 NM_011861
A 51 P253303 guanylate cyclase 1, soluble, beta 3 Gucy1b3 NM_017469
A 52 P643398 intraflagellar transport 80 homolog (Chla Ift80 AK129339
A _52_P51936 RIKEN cDNA D430022A14 gene D430022A14Ri AK084992
A 51 P490795 MAX dimerization protein 1 Mxd1 AK137548
A 51 P300709 spermidine synthase Srm NM_009272
A 51 P249360 sulfite oxidase Suox NM_173733
A 51 P140541 protein phosphatase 1B, magnesium def Ppm1b BC090963
A 52 P295067 stannin Snn NM_009223
A_52_P67849 dynein cytoplasmic 2 heavy chain 1 Dync2h1 NM_029851
A 51 P468240 expressed sequence Al115600 Al115600 AK169826
A_52_P77610 ENSMUST000(
A 52 P287338 eukaryotic translatio ion factor 4E Eif4e3 NM_025829
A 52 P137361 transmembrane channel-like gene family Tmc4 NM_181820
A 51 P165060 solute carrier family 22 (organic cation tr Slc22a5 NM_011396
A 52 P593723 pr 0 proline, 2 le ate 4-dic P4ha1 NM_011030
A 51 P416408 transmembrane channel-like gene family Tmc4 NM_181820
A 51 P237752 polymerase | and transcript release factc Ptrf NM_008986
A 51 P176487 phila) Pcnx NM_018814
A_52_P489495 TC1414359
A 52 P289835 checkpoint suppressor 1 Ches1 NM_183186
A_52_P411780 histone deacetylase 9 Hdac9 NM_024124
A 51 P286172 leucine zipper, putative tumor suppressc Lzts2 NM_145503
A 52 P104769 formin-like 3 Fmni3 NM_011711
A 51 P194999 threonyl-tRNA synthetase-like 1 Tarsl1 NM_027931
A 52 P466853 brain expressed myelocytomatosis onco Bmyc NM_023326
A 51 P339540 cycli kinase inhibitor 1C (P5 Cdkn1c NM_009876
A 51 P225933 inositol 4 t Inpp4b AKO053554
A_52_P10017 transmembrane protein 64 Tmem64 NM_181401
A 51 P450750 phospholipase A2, group IVB (cytosolic) Pla2g4b BC098210
A 51 P431610 RIKEN cDNA 2410019A14 gene 2410019A14Ril AK010555
A 52 P168575 similar to hypothetical protein FLJ39743 LOC434197 NM 001013811
A 51 P333831 RIKEN cDNA 2010004M13 gene 2010004M13Ri AK008102
A 52 P417457 FERM domain containing 6 Frmdé NM_028127
A 51 P307979 ets variant gene 1 Etv1 NM_007960
A 51 P483690 N-ethylmaleimide sensitive fusion protei Napb X61450

A 51 P105991 T-box 6 Thx6 NM_011538
A 52 P660945 cathepsin F Ctsf NM_019861
A 51 P222467 ATP-binding cassette, sub-family G (WHI Abcg1 NM_009593
A 51 P342183 RIKEN cDNA A630091E08 gene A630091E08Ri NM_177349
A 51 P208330 ium/ i protein k Camkk1 NM_018883
A_52_P520161 NAP060490-1
A 51 P150302 cy ic and y T cell Crtam NM_019465
A 51 P262616 RIKEN cDNA 4930505D03 gene 4930505D03Ril BC072607
A 52 P147803 expressed sequence Al428936 Al428936 NM_153577
A 52 P258004 RIKEN cDNA 2610042014 gene 2610042014Ri AK032098
A 51 P480046 ide tri i Entpd5 NM_007647
A_52_P409711 SEC24 related gene family, member A (S. Sec24a NM_175255

Mm.357521
Mm.2212
Mm.300397
Mm.253819
Mm.389451
Mm.217214
Mm.33878
Mm.26722
Mm.38877

Mm.277585
Mm.358721
Mm.103262
Mm.148163
Mm.290941
Mm.331630
Mm.280895
Mm.4672
Mm.13000
Mm.196944
Mm.38875

Mm.392294
Mm.371583
Mm.426068
Mm.132299
Mm.28405
Mm.28646
Mm.6343
Mm.218141
Mm.397626
Mm.155583
Mm.247470
Mm.157103
Mm.26614
Mm.218846

Mm.333506
Mm.244233
Mm.27289
Mm.240298
Mm.200924
Mm.39905
Mm.197518
Mm.333849
Mm.258484
Mm.282985
Mm.313594
Mm.229322
Mm.26150
Mm.271980
Mm.341972
Mm.6343
Mm.281800
Mm.213204
Mm.34539
Mm.293870

Mm.4926
Mm.9445
Mm.389451
Mm.153272
Mm.392980
Mm.10
Mm.23352
Mm.249695
Mm.325800
Mm.237596
Mm.222473
Mm.359466
Mm.32889
Mm.360398
Mm.42253
Mm.2212
Mm.360398
Mm.21864
Mm.86584

Mm.341972
Mm.310551
Mm.28204
Mm.29043
Mm.271754
Mm.330057
Mm.168789
Mm.324468
Mm.38877
Mm.41467
Mm.24586
Mm.216193
Mm.35291
Mm.2962
Mm.4866
Mm.391579
Mm.727
Mm.29561
Mm.15691
Mm.234577
Mm.9998

Mm.42791
Mm.233833
Mm.227325
Mm.44218
Mm.10211
Mm.33878

NA
194401
18451
73750
18710
68259
18719
77371
29811
100201
NA
11820
68897
229055
54646
17691
11641
80914
14608
15109
74002
17364
333830
71375
20568
12460
213068
20393
232906
18148
18627
114715
107527
21956
101502
107734
16803
226153
320898
320181
67701
234094
78334
240058
114128
103172
27999
216190
56217
227580
244867
67298
71375
18148
242585
80906
69170
70536
NA
23969
54195
68259
319691
17119
20810
211389
19043
20621
110350
102442
NA
66892
353499
20520
18451
353499
19285
54604
NA
71375
79221
226154
22379
71807
107771
12577
234515
100201
211429
229937
434197
76511
319710
14009
17957
21389
56464
11307
233544
55984
NA
54698
74694
233066
66460
12499
77371

6.1865
6.32
10.348
10.5215
7.4315
10.9035
7.2525
9.411
9.996
10.3015
11.018
8.428
8.838
5.829
8.1515
8.1985
10.182
12.745
11.4015
6.1065
6.9845
5.825
16.2725
11.2775
11.0755
13.6595
11.6735
12.4655
11.1445
14.9915
7.7065
8.1805
10.2225
5.8465
9.006
12.462
7.8475
9.074
12.1785
6.141
5.96
8.471
10.2475
8.574
8.105
12.048
12.5965
10.939
8.462
5.792
6.5505
12.3545
11.1495
15.3325
9.3455
6.6745
15.63
8.7525
6.3415
12.745
6.752
6.3895
6.4815
10.5775
11.737
12.217
12.0795
10.085
8.79
8.6315
13.0305
10.345
8.7085
9.2645
8.7565
9.399
7.6185
9.258
7.5365
13.043
6.07
10.0745
13.78
13.3215
10.4295
8.0825
12.946
9.953
9.7995
9.3655
12.1905
12.151
8.1935
5.943
6.546
11.946
7.3645
12.6495
6.604
10.2805
13.779
10.6815
7.478
9.1245
7.1185
11.1825
8

7.222
7.1675
11.0105
11.8625
7.6605
11.9895
8.382
9.9265
10.837
10.7325
11.434
8.444
9.3205
6.457
8.9945
8.6385
10.813
13.0785
13.463
6.527
7.4655
6.325
16.7605
11.917
10.708
14.3725
11.7665
12.5695
11.6555
15.2915
8.1145
8.531
10.3885
6.753
9.388
12.929
7.869
9.575
12.416
6.666
7.661
8.815
10.7355
9.1335
8.3895
12.6805
13.327
10.9145
9.116
6.3125
7.51
13.0705
11.6015
15.7155
9.828
7.414
16.2005
8.012
7.0035
13.3915
7.4385
7.044
7.3345
1.2
12.397
12.8725
12.3265
10.246
9.174
8.9605
13.2785
10.813
9.182
9.639
9.3605
9.917
8.1015
9.658
8.431
13.67
6.9005
11.076
14.229
13.8815
11.2055
8.667
13.7425
10.347
10.267
9.5455
12.7965
12.1255
8.861
6.1705
6.926
12.574
8.0035
12.99
6.804
10.982
14.014
10.395
8.455
9.648
7.336
11.261
8.245

6.94
7.072
11.099
11.267
8.178
11.6475
7.9925
10.15
10.735
11.0365
11.7505
9.1585
9.567
6.556
8.8735
8.92
10.9035
13.4665
12.119
6.82
7.694
6.5325
16.977
11.9775
11.775
14.3565
12.3615
13.1535
11.8305
15.677
8.391
8.862
10.9025
6.5245
9.6845
13.1405
8.5245
9.749
12.8515
6.8105
6.628
9.138
10.913
9.2385
8.756
12.6975
13.2455
11.5865
9.1065
6.433
7.186
12.9835
11.7575
15.9405
9.952
7.2805
16.2365
9.3565
6.945
13.3485
7.352
6.9845
7.076
11.167
12.3275
12.802
12.6585
10.6635
9.3655
9.205
13.605
10.9175
9.2765
9.831
9.323
9.9635
8.18
9.8165
8.091
13.5965
6.618
10.62
14.325
13.8635
10.967
8.618
13.481
10.481
10.3215
9.887
12.7105
12.6695
8.712
6.4605
7.056
12.4515
7.8575
13.141
7.0875
10.7625
14.2605
11.1565
7.952
9.5985
7.5825
11.645
8.46

7.4245
7.4305
11.3155
12.978
8.696
13.3995
9.926
10.549
11.091
11.722
11.9115
6.224
9.936
6.697
9.5465
9.26
11.689
13.705
15.628
6.955
7.934
7.821
16.9055
12.0275
8.595
14.846
10.9925
10.86
11.828
15.7355
8.4855
8.957
7.523
8.7935
9.66
13.0735
6.2505
9.754
11.565
7.051
9.6755
9.3955
11.0705
9.482
9.8355
13.796
13.531
8.785
9.4925
8.4055
9.1235
13.0455
12.004
16.077
11.2085
8.117
16.242
6.3805
7.2965
13.602
7.894
7.895
7.7145
12.28
12.675
13.357
12.801
8.3655
9.874
9.6445
12.391
11.573
9.335
11.0105
9.7305
10.0825
9.533
9.913
8.9595
13.7485
8.582
11.995
14.4085
14.152
12.394
9.4455
14.1645
11.191
10.8215
9.977
13.4255
10.6395
9.418
6.9265
7.3305
12.849
8.3295
13.2545
7.7535
11.8935
14.392
8.8435
8.578
10.176
7.7265
10.513
8.6595

-1.239
-1.11
-0.968
-2.457
-1.265
-2.496
-2.673
-1.137
-1.095
-1.421
-0.893
2.204
-1.098
-0.868
-1.395
-1.062
-1.506
-0.959
-4.227
-0.849
-0.949
-1.995
-0.633
-0.75
2.48
-1.187
0.681
1.606
-0.683
-0.744
-0.779
-0.777

-2.947
-0.654
-0.612
1.597
-0.68
0.614
-0.91
-3.716
-0.925
-0.823
-0.908
-1.731
-1.748
-0.935
2154
-1.031
-2.614
-2.573
-0.691
-0.855
-0.744
-1.863
-1.442
-0.612
2372
-0.955
-0.857
-1.142
-1.506
-1.233
-1.703
-0.938
-1.14
-0.722
1.72
-1.084
-1.013
0.64
-1.228
-0.627
-1.746
-0.974
-0.683
-1.915
-0.655
-1.423
-0.706
-2.512
-1.92
-0.629
-0.831
-1.964
-1.363
-1.219
-1.238
-1.022
-0.612
-1.235
1.511
-1.225
-0.983
-0.784
-0.903
-0.965
-0.605
-1.149
-1.613
-0.614
1.838
-1.1
-1.051
-0.608
0.669
-0.66

0.473
2428
1.163
8.656
0.681
8.303
7.618
1.266
2.316
4.208
2.461
4.525
3.42
1.129
4.49
0.443
5.152
3.147
11.015
2.353
3.027
5.405
0.887
0.621
2.86
3.194
0.166
6.459
1.425
1.895
0.335
0.401
6.381
7.365
0.038
0.928
4.291
0.801
0.61
0.826
8.599
3.232
1.72
2.927
0.716
3.32
2.028
5.553
3.302
7.685
6.567
1.089
3.166
1.962
2.768
4.95
1.606
6.871
1.626
1.541
3.853
4.024
0.14
5.521
2.463
4.748
0.365
4.772
2732
3.841
0.773
3.425

2.51
1.082
1.124
3.477
0.705
1.431
0.391
8.322
6.804
0.115
1.252
6.779
3.255
4.501
5.347
1.157
0.907
5.204
0.872
0.155

3.68
0.949
2.027
0.582
1.401
2.804
7.332
0.678
1.906
0.535
1.662
0.056
1.749
0.605



A 51 P457989 Ras-related GTP binding D Rragd NM_027491 Mm.34108 52187 7.94 9.4075 8.3995 11.362 -3.422 7.339
A 52 P276748 di i i of morp Daam1 NM_026102  Mm.87417 208846 10.531 10.489 10.9895 9.6965 0.834 1.857
A_52_P94521 RIKEN cDNA 2510009E07 gene 2510009E07Ril NM 00100188 Mm.131606 72190 6.817 7.21 7.275 8.0895 -1.272 2.959
A 51 P161308 solute carrier family 22 (organic cation tr Sic22a2 NM_013667 Mm.17322 20518 6.639 7.484 7.096 9.9155 -3.276 9.202
A 52 P228236 transferrin receptor Tfrc NM_011638  Mm.28683 22042 8.863 9.0695 9.314 9.6105 -0.747 1.246
A_52_P142531 ENSMUST000( Mm.233173 NA 12113 12.5715 12.563 13.1075 -0.995 0.719
A 52 P651784 similar to S-adenosylmethionine decarbc LOC672434  XR_003860 Mm.429992 672434 11.0855 11.3235 11.531 11.687 -0.602 0.689
A 51 P218535 nebulin Neb XM_130232  Mm.389247 17996 7.967 9.235 8.412 10.3165 -2.349 3.06

A 52 P265965 tripartite motif-containing 36 Trim36 NM_178872  Mm.277382 28105 7.9315 7.639 8.375 6.605 1.327 3.391

A_51_P411757 ankyrin repeat domain 13b Ankrd13b NM_172945  Mm.39296 268445 12177 12.491 12.62 12.9025 -0.725 1.118
A 52 P102783 dynein cytoplasmic 2 heavy chain 1 Dync2h1 NM_029851 Mm.237596 110350 9.204 9.3465 9.6455 9.888 -0.684 1.857
A 51 P287418 mannosidase 1, alpha Man1a NM_008548  Mm.117294 17155 11.8615 12.219 12.292 12.7525 -0.891 0.74

A 51 P343689 solute carrier family 14 (urea transporter Sic14a1 NM_028122  Mm.33832 108052 11.852 12.431 12.28 13.332 -1.48 0.724
A 52 P383577 trans-acting transcription factor 6 Sp6 NM_031183  Mm.156282 83395 10.6755 11.44 11.1025 13.119 -2.444 9.407
A 52 P553885 transmembrane protein 71 Tmem71 NM_172514  Mm.132299 213068 11.751 11.825 12.1685 10.8405 0.91 3.011

A 51 P449777 similar to Nedd4 WW binding protein 4 LOC676013 XM_986662 Mm.73682 676013 7.3205 8.0295 7.722 8.628 -1.307 5.086
A 51 P449171 iral IAP repeat: ining 3 Birc3 NM_007464  Mm.2026 11796 13.169 13.524 13.5655 14.014 -0.845 3.324
A 52 P515629 G protein-coupled receptor 83 Gpr83 AK041527 Mm.4672 14608 9.193 11.16 9.588 13.3755 -4.183 10.758
A 51 P150105 per-pentamer repeat gene Ppnr NM_012022 Mm.139815 26930 5.6485 5.984 6.0415 6.398 -0.749 0.213
A 51 P223443 CD 81 antigen Cds1 NM_133655 Mm.806 12520 12.0605 12.848 12.4495 14.3985 -2.338 2.347
A 52 P470150 dopa decarboxylase Ddc NM_016672  Mm.12906 13195 8.1305 8.7895 8.5195 9.38 -1.25 2733
A 52 P220275 G protein-coupled receptor 34 Gpr34 NM_011823  Mm.391232 23890 7.698 8.4805 8.0855 10.4185 -2.721 9.835
A 51 P425824 C1q domain containing 2 C1qdc2 NM_026125  Mm.29140 67389 11.091 11.3845 11.476 11.968 -0.877 1.671

A 52 P246168 protein tyrosine phosphatase, receptor t Ptprk NM_008983  Mm.332303 19272 8.298 7.9925 8.6765 6.8335 1.465 3.683
A 51 P215438 proline dehydrogenase Prodh NM_011172 Mm.28456 19125 7.66 8.2225 8.0375 10.192 -2.532 2431

A 51 P457800 sorting nexin associated golgi protein 1 Snag1 NM_130796  Mm.33721 170625 11.1625 11.6115 11.539 12.075 -0.912 0.402
A 52 P489202 RIKEN cDNA 4732465J04 gene 4732465J04Ril NM 00100149¢ Mm.335610 414105 6.5625 7.1335 6.934 7.9415 -1.379 2118
A 51 P193536 copper chaperone for superoxide dismui Ccs NM_016892  Mm.426068 12460 11.0405 11.7125 11.4085 12.123 -1.082 1.759
A 52 P371514 solute carrier family 2 (facilitated glucos: Slc2a3 AK147258 20527 6.142 6.6515 6.51 7.0735 -0.932 0.168
A 51 P174743 SEC24 related gene family, member A (S. Sec24a AKO031553 Mm.33878 77371 6.7795 7.2355 7.1445 7.728 -0.949 0.088
A 51 P450752 phospholipase A2, group IVB (cytosolic) Pla2g4b BC098210 Mm.41467 211429 10.6025 11.1265 10.9665 11.6285 -1.026 1.738
A 51 P436817 downstream of Stk11 Dos NM_015761 Mm.44231 216164 11.8575 12.655 12.2195 12.558 -0.7 0.036
A 52 P142170 La ribonucleoprotein domain family, mer Larp1 AK169738 Mm.248843 73158 13.1285 13.4415 13.4755 13.932 -0.804 2.606
A 51 P346214 ¢ ine fri 6 Gfpt2 NM_013529  Mm.24402 14584 5.9775 6.163 6.323 6.683 -0.706 0.686
A_52_P89267 opposite strand transcription unit to Sta( Gats BC026208 Mm.395294 80909 8.605 9.0845 8.95 9.4535 -0.849 2.027
A_52_P653303 TC1541923 NA 11.097 11.508 11.4325 12.105 -1.008 3.566
A_52_P58145 aldehyde dehydrogenase family 1, subfa Aldh1a2 NM_009022 Mm.42016 19378 6.318 6.4225 6.65 7.3355 -1.018 1.749
A_52_P141141 RIKEN cDNA 2310009E04 gene 2310009E04Ril NM_029347  Mm.276098 75578 5.9565 6.3475 6.274 7.0675 -1.111 0.946
A 52 P559706 RIKEN cDNA 2410019A14 gene 2410019A14Ril AK148729 Mm.24586 229937 10.9625 11.14 11.2785 11.594 -0.631 0.503
A 52 P647326 activin A receptor, type IC Acvric NM 00103336¢ Mm.123481 269275 5.577 5.941 5.8915 7.065 -1.488 6.907
A 51 P349495 membrane bound O-acyltransferase dor Mboat1 NM_153546  Mm.89682 218121 12.348 12.1875 12.6635 10.776 1.573 5.876
A 52 P629625 RIKEN cDNA B230209C24 gene B230209C24Ri NM_177235 Mm.336619 320705 6.5225 6.71 6.836 7.4885 -0.966 1.828
A_52_P70255 signal transducer and activator of transc Stat1 NM_009283 Mm.277406 20846 14.3875 14.843 14.695 15.113 -0.725 0.514
A 51 P395405 kelch-like 5 (Drosophila) Klhi5 BC057606 Mm.10281 71778 10.1105 10.236 10.415 8.647 1.464 5.316
A 51 P398878 uridine-c: ne kinase 2 Uck2 NM_030724  Mm.280895 80914 12.4285 12.531 12.731 13.0645 -0.636 0.02

A 51 P351015 lymphotoxin A Lta NM_010735 Mm.87787 16992 11.323 11.409 11.6175 12.436 -1.113 1.19

A 52 P541095 unc-5 homolog A (C. elegans) Unc5a NM_153131 Mm.23573 107448 10.7265 10.7725 11.021 8.88 1.847 6.906
A 51 P501858 in qy domain ining, Plekha4 NM_148927  Mm.274158 69217 7.6705 8.2445 7.9635 8.724 -1.054 1.924
A 51 P338728 RIKEN cDNA 0610010E21 gene 0610010E21Ril AK155437 Mm.6844 68332 12.53 12.984 12.8155 13.883 -1.353 5.049
A 51 P213334 histone deacetylase 11 Hdac11 NM_144919  Mm.206218 232232 6.397 6.8735 6.682 7.233 -0.836 0.223
A 51 P264685 whirlin Whrn AK039124 Mm.300397 73750 6.7075 7.7155 6.991 8.344 -1.636 4.626
A 51 P354154 DNA segment, Chr 15, ERATO Doi 682, e: D15Ertd682e NM_028003  Mm.12255 71919 10.9135 11.1555 11.194 11.612 -0.699 1.331

A 52 P244702 transcription factor 7, T-cell specific Tef7 NM_009331 Mm.31630 21414 15.5525 15.856 15.8285 14.4905 1.062 2518
A 52 P501875 RIKEN cDNA 4930578N16 gene 4930578N16Ri XM_130326  Mm.195726 75051 6.5865 6.806 6.861 7175 -0.589 0.632
A_52_P28844 nebulin-related anchoring protein Nrap NM_008733  Mm.386769 18175 6.795 6.989 7.0685 7.467 -0.672 0.065
A 52 P638903 calpastatin Cast AKO037098 Mm.29163 12380 11.363 11.6265 11.635 11.981 -0.618 0.536
A 52 P651425 neutrophil cytosolic factor 1 Ncf1 NM_010876  Mm.425296 17969 6.5225 6.8235 6.7915 8.1865 -1.664 2.795
A_52_P15073 RIKEN cDNA 4833442J19 gene 4833442J19Ril NM_177101 Mm.274099 320204 9.007 9.4545 9.272 10.531 -1.525 3.781

A 51 P320105 SET and MYND domain containing 2 Smyd2 NM_026796  Mm.156895 226830 11.3885 11.4555 11.648 12.9635 -1.575 0.778
A 52 P391848 taspase, threonine aspartase 1 Tasp1 NM_175225  Mm.293449 75812 9.7995 10.3075 10.0515 11.0485 -1.249 4.191

A 51 P382848 embigin Emb NM_010330 Mm.274926 13723 14.0955 14.0415 14.344 13.353 0.742 2.043
A_52_P13786 AK031009 NA 10.909 10.769 11.1585 9.0095 1.9 1.513
A 51 P133252 solute carrier family 27 (fatty acid transp Slc27a3 NM_011988  Mm.45519 26568 7.033 7.3225 7.277 7.913 -0.88 0.292
A_52_P383526 A_52_P383526 NA 7.339 7.496 7.5825 8.1155 -0.777 0.909
A 51 P279606 supp of cytoki i ing 1 Socs1 NM_009896  Mm.130 12703 13.572 13.821 13.8115 14.839 -1.267 4.574
A 51 P474902 activin A receptor, type IC Acvric NM 00103336¢ Mm.123481 269275 5.549 5.838 5.7855 6.416 -0.867 2.815
A 51 P259008 i Itag bet Cacnb3 NM_007581 Mm.3544 12297 8.9645 8.849 9.201 7.7475 1.217 3.814
A_51_P116906 Rap guanine nucleotide exchange factor Rapgef3 NM_144850  Mm.24028 223864 7.9675 8.3555 8.2025 10.665 -2.697 6.325
A 51 P435979 taspase, threonine aspartase 1 Tasp1 NM_175225  Mm.293449 75812 11.514 11.924 11.7475 12.8695 -1.356 3.493
A 52 P162509 RIKEN cDNA 4631427C17 gene 4631427C17Ri NM_021414  Mm.210899 74340 8.7205 8.8345 8.954 9.8995 -1.179 4.579
A 52 P421815 hepatocyte growth factor Hgf AKO033274 Mm.267078 15234 5.9235 6.4885 6.154 7.302 -1.378 3.75

A 51 P158552 zinc finger protein 96 Zfp96 NM_016684  Mm.24124 22758 11.039 11.263 11.265 11.7915 -0.752 1.53

A 51 P268843 Ras interacting protein 1 Rasip1 NM_028544  Mm.181396 69903 6.468 6.8935 6.687 9.0715 -2.603 7.996
A_51_P267211 AKO037075 Mm.222464 NA 8.386 8.7815 8.6035 9.028 -0.642 0.015
A 51 P257675 TSPY-like 4 Tspyl4 NM_030203 Mm.21485 72480 10.365 10.215 10.581 9.102 1.263 4.907
A 51 P136699 tetratricopeptide repeat domain 7B Ttc7b XM_127105  Mm.295441 104718 10.6095 10.474 10.8245 9.7505 0.859 0.63

A 51 P378960 RIKEN cDNA 2810474019 gene 2810474019Ri NM_026054  Mm.333515 67246 12.797 13.2265 13.0105 14.1135 -1.317 0.109
A 51 P394190 LIM domain only 4 Lmo4 NM_010723  Mm.29187 16911 12.4445 11.9595 12.6585 10.8895 1.555 1

A 51 P315673 ubiquitin specific peptidase 11 Usp11 NM_145628  Mm.34489 236733 9.164 9.536 9.374 9.8575 -0.693 1.723
A 51 P289796 ADP-ribosylation factor-like 4C Arl4c NM_177305  Mm.27968 320982 16.119 16.207 16.327 15.012 1.107 4.014
A_52 P5905 RIKEN cDNA 4933407L21 gene 4933407L21Ril AK016730 Mm.314965 71141 6.508 6.651 6.715 7.265 -0.757 1.719
A 52 P318438 Ndfi-A binding protein 1 Nab1 NM_008667  Mm.25903 17936 11.594 11.6295 11.8005 10.9905 0.604 0.328
A 51 P155313 glutathione S-transferase omega 1 Gsto1 NM_010362  Mm.378931 14873 10.916 11.0375 11.121 13.5875 -2.672 4.395
A 52 P179238 H2A histone family, member Y H2afy BC006955 Mm.283802 26914 9.63 9.859 9.8315 10.572 -0.942 0.721

A 52 P598224 zinc finger protein 608 Zfp608 AK076178 Mm.192984 269023 5.983 6.334 6.18 7.062 -1.079 2.925
A 51 P489289 ras homolog gene family, member H Rhoh BC094937 Mm.20323 74734 13.699 14.0475 13.895 14.446 -0.747 2.498
A 51 P380527 RIKEN cDNA 4631427C17 gene 4631427C17Ri NM_021414  Mm.210899 74340 7.7145 7.7545 791 8.6865 -0.972 4111

A 51 P475244 HemK v family Hemk1 NM_133984  Mm.259467 69536 8.782 9.009 8.977 9.6945 -0.913 3.593
A 51 P217336 secretory carrier membrane protein 1 Scamp1 NM_029153  Mm.201455 107767 7.9305 8.7385 8.1245 10.136 -2.206 2.155
A 52 P367294 fibronectin type Ill and SPRY domain cor Fsd1l AK140020 Mm. 148429 319636 5.94 6.0875 6.1335 8.219 -2.279 3.225
A 52 P493965 guanylate cyclase 1, soluble, alpha 3 Gucy1a3 AKO031305 60596 6.0415 6.7225 6.2345 7.313 -1.271 2.501

A_51_P111210 structural maii of chr Smc4 NM_133786  Mm.206841 70099 14.8085 15.3025 15.0005 15.888 -1.08 4.408
A 52 P677036 zinc finger protein 608 Zfp608 XM 00100083( Mm.192984 269023 5.8695 6.3295 6.058 7.4105 -1.541 3.606
A 51 P277795 RIKEN cDNA 2810474019 gene 2810474019Ri NM_026054 67246 14.0875 14.4215 14.275 15.301 -1.213 2412
A 52 P247022 Rho GTPase activating protein 20 Arhgap20 NM_1755635  Mm.26150 244867 5.6695 5.9595 5.8525 7.3765 -1.707 6.057
A 51 P358825 NACHT, leucine rich repeat and PYD con Nalp10 NM_1755632  Mm.37991 244202 5.845 5.954 6.0285 6.622 -0.776 0.374
A 52 P490032 Ras-related GTP binding D Rragd NM_027491 Mm.34108 52187 6.877 7.9955 7.0575 9.9555 -3.079 8.488
A_51_P116932 ladinin Lad1 NM_133664 Mm.36726 16763 7.0605 7.473 7.2405 9.674 -2.613 3.501

A 52 P315789 ras homolog gene family, member Q Rhoq NM_145491 Mm.826 104215 7.317 7.6205 7.495 8.9735 -1.656 4.748
A 51 P502152 solute carrier family 19 (sodium/hydroge Sic19a1 NM_031196  Mm.265060 20509 12.021 12.165 12.1925 12.865 -0.844 1.143
A_51_P112355 interferon gamma induced GTPase Igtp NM_018738  Mm.33902 16145 15 15.4515 15.1705 15.884 -0.884 1.063
A 51 P473498 G protein-coupled receptor 171 Gpri71 NM_173398 Mm.123648 229323 12.8555 12.6965 13.0245 11.81 1.046 4.106
A 51 P386503 RIKEN cDNA 1300007F04 gene 1300007F04Ril NM_026185  Mm.379135 67477 9.718 9.216 9.887 7.321 2.397 5.824
A 51 P120239 polymerase | and transcript release factc Ptrf NM_008986  Mm.21864 19285 6.005 6.0215 6.173 6.9645 -0.96 0.85

A_52_P4538 transforming growth factor, beta recepto Tgfbr1 NM_009370  Mm.197552 21812 10.9665 11.209 11.131 12.363 -1.397 3.383
A 51 P285256 T-cell receptor gamma, constant region Tcrg-C X03802 Mm.210785 432729 6.055 6.076 6.218 7.282 -1.227 3.873
A _52_P341178 AKO035584 Mm.313876 NA 5.5245 5.925 5.6815 6.257 -0.732 1.591




A 51 P423981 cathepsin § Ctss NM_021281 Mm.3619
A 51 P179480 RIKEN cDNA 4930539E08 gene 4930539E08Ril NM_172450  Mm.248931
A 52 P577123 restin (Reed: ini Rsn AK220172 Mm.241109
A 51 P161086 peptidylprolyl isomerase C Ppic NM_008908  Mm.4587
A 52 P609847 WD repeat domain, phosphoinositide int Wipi2 AK043857

A 51 P180091 cytochrome P450, family 2, subfamily s, Cyp2s1 NM_028775  Mm.275188
A 51 P494037 diacylglycerol kinase, gamma Dgkg NM_138650 Mm.194986
A 51 P507023 RIKEN cDNA C630002B14 gene C630002B14Ri NM_175331 Mm.200446
A 51 P491075 coiled-coil domain containing 11 Ccdc11 AKO016821 Mm.182293
A 52 P447944 tumor-associated calcium signal transdu Tacstd1 NM_008532  Mm.4259

A 51 P227090 receptor (calcitonin) activity modifying p Ramp3 NM_019511  Mm.39884
A 51 P516833 insulin-like growth factor 2 Igf2 NM_010514  Mm.3862

A 51 P506128 zinc finger protein 28 Zfp28 NM_175247  Mm.127014
A 51 P148814 lymp! yte antigen 6 locus E Ly6e NM_008529 Mm.788

A 51 P145883 Bruton agammaglobulinemia tyrosine ki1 Btk NM_013482  Mm.4475

A 51 P294994 Max |nteractlng protein 1 Mxi1 NM_010847 Mm.2154
A_51_P114062 fr (D ila) Freq NM_019681 Mm.249318
A_52_P311903 nuclear receptor coactivator 7 Ncoa7 NM_172495  Mm.297903
A 52 P206925 poly (ADP-ribose) polymerase family, me Parp16 NM_177460 Mm.31129
A 51 P158388 cell di n cycle 2-like 6 (CDK8-like)  Cdc2l6 NM_198164  Mm.200924
A 51 P207031 neutrophil cytosolic factor 1 Ncf1 NM_010876  Mm.425296
A 52 P505930 trans-acting transcription factor 6 Spé NM_031183 Mm. 156282
A 52 P576854 RIKEN cDNA 1700012B18 gene 1700012B18Ri NM_027950  Mm.272357
A 51 P213666 proteasome (prosome, macropain) subui Psmag AKO010717 Mm.87277
A 52 P614133 U2AF homology motif (UHM) kinase 1 Uhmk1 AK028977 Mm.209150
A 52 P291736 protein kinase, CAMP dependent requlat« Prkar1b NM_008923 Mm.306163
A 52 P131418 sorting nexin 9 Snx9 AK155830 Mm.89515
A 51 P468762 alkB, alkylation repalr homolog 6 (E. coli Alkbh6 NM_198027 Mm.276277
A_51_P258113 protein Laptm4b NM_033521 Mm.197518
A 52 P126045 putative homeodomain transcription fact Phtf2 NM_172992 Mm.86410
A 51 P430973 progestin and adipoQ receptor family me Paqr7 NM_027995  Mm.142343
A 52 P660477 sporulation protein, meiosis-specific, SP Spo11 NM_012046  Mm.23495
A 51 P516826 insulin-like growth factor 2 Igf2 NM_010514  Mm.3862

A 51 P277345 osteoclast stimulating factor 1 Ostf1 NM_017375  Mm.172222
A_52_P371154 transmembrane protein 23 Tmem23 NM_144792  Mm.329810
A 52 P322096 RIKEN cDNA 4930424G05 gene 4930424G05Ri NM_026251 Mm. 150462
A 52 P107538 glia maturation factcr, gamma Gmfg NM_022024 Mm.194536
A 51 P288906 restin (Reed: ini Rsn NM_019765  Mm.241109
A 52 P243391 sema domain, |mmunoqlobulln domain ( Sema4f NM_011350 Mm.270543
A 51 P156868 glia maturation factor, gamma Gmfg NM_022024 Mm.194536
A 51 P131335 cDNA sequence BC031901 BC031901 NM_153568 Mm.168948
A_51_P445117 zinc finger pmteln subfamily 1A, 4 (Eos) Zfpn1a4 NM_011772  Mm.358648
A 51 P520718 pr C ptor 3 EP3 Ptger3 NM_011196 Mm.30424
A 52 P515336 ATPase, H+ ting, VO s Atp 1 AK045877 Mm.417707
A 51 P391445 interferon gamma receptor 1 Ifngr1 NM_010511 Mm.549

A 52 P263673 RIKEN cDNA 4833442J19 gene 4833442J19Ril NM_177101 Mm.274099
A 51 P402908 neutrophil cytosolic factor 2 Ncf2 NM_010877  Mm.270307
A_51_P422639 ENSMUST000( Mm.302758
A 51 P302192 di i i of morp Daam1 NM_026102  Mm.87417
A 52 P606287 Iysocardlollpln acyltransferase Lycat XM_128781 Mm.329194
A 51 P182794 tr 2, C polypep Tgm2 NM_009373  Mm.330731
A 51 P285462 olfactory receptor 1394 Olfr1394 NM_146276  Mm.377407
A 51 P217463 chemokine (C-X-C motif) ligand 2 Cxcl2 NM_009140  Mm.4979

A 51 P408595 chemokine (C-C motif) ligand 20 Ccl20 NM_016960  Mm.116739
A 52 P153864 LIM domain only 4 Lmo4 NM_010723  Mm.29187
A 51 P134475 tr prostate gen indu Tmepai NM_022995 Mm.73682
A 52 P105316 6-phosphogluconolactonase Pgls AK158308 Mm.282284
A 51 P503797 leukocyte-associated Ig-like receptor 1  Lair1 NM_178611 Mm.290880
A 51 P199187 RIKEN cDNA 2900024C23 gene 2900024C23Ril NM_026062  Mm.277897
A_51_P112223 glutathione S-transferase, alpha 4 Gstad NM_010357  Mm.2662

A 52 P254908 mcf.2 transforming sequence-like Mcf2l NM_178076  Mm.334413
A 52 P517174 WD repeat domaln 66 Wdr66 AK030281 Mm.416118
A 51 P372141 p: y inesia Pnkd NM_019999  Mm.384726
A 52 P259174 RIKEN cDNA 1700012B18 gene 1700012B18Ri XM_001005594
A_52_P811214 hypothetical protein A530028018 A530028018 AK040831 Mm.239821
A 52 P125550 ras homolog gene family, member D Rhod NM_007485 Mm.27701
A 52 P641267 WD repeat domain 66 Wdr66 AK016965 Mm.416118
A 51 P140742i in superfamily i Isir NM_012043  Mm.186499
A 52 P291857 zinc flnqer protein, subfamily 1A, 4 (Eos) Zfpn1a4 NM_011772  Mm.358648
A 51 P161582 discoidin domain receptor family, memb: Ddr1 NM_007584  Mm.5021

A 51 P501844 cytochrome P450, family 26, subfamily b Cyp26b1 NM_175475  Mm.255246
A 52 P659566 similar to T-cell receptor alpha chain V re LOC674460  XM_974839 Mm.304562
A 51 P280137 transforming growth factor, beta recepto Tgfbr1 NM_009370  Mm.197552
A 51 P421958 transmembrane protein 23 Tmem23 NM_144792  Mm.329810
A 52 P4630089 ring finger protein (C3HC4 type) 19 Rnf19 NM_013923 Mm.5181

A 51 P238247 expressed sequence Al841971 Al841971 AKO078154 Mm.40436
A 51 P461947 phosphatidylserine decarboxylase Pisd NM_177298  Mm.273765
A 51 P410581 hepatoma-derived growth factor, related Hdgfrp3 NM_013886  Mm.392934
A_52_P612654 AK080604 Mm.100125
A 52 P370935 glucocorticoid induced transcript 1 Glccit NM_178072 Mm.210787
A 52 P502141 HECT domain containing 2 Hectd2 NM_172637 Mm.61107
A 52 P663904 lipoma HMGIC fusion partner-like 1 Lhfpl1 NM_178358  Mm.135547
A_52_P500274 TC1430370

A 52 P317393 G protein-coupled receptor 56 Gpr56 NM_018882  Mm.290834
A 52 P452540 guanylate cyclase 1, soluble, alpha 3 Gucy1a3 NM_021896  Mm.143831
A 51 P203955 guanylate nucleotide binding protein 2 Gbp2 NM_010260 Mm.24038
A 52 P214408 hypothetical gene supported by AK0392: LOC381438 NM_198657  Mm.389421
A_52_P564962 NAP096478-001

A 51 P449361 histone deacetylase 6 Hdac6 NM_010413  Mm.29854
A 52 P107561 DNA segment, Chr 18, ERATO Doi 232, e: D18Ertd232e AK079772 Mm.45980
A 52 P613596 vav 3 oncogene Vav3 NM_146139  Mm.282257
A 51 P500215 RIKEN cDNA 2310016F22 gene 2310016F22Ril NM_173743  Mm.422856
A 51 P407774 solute carrier family 22 (organic cation tr Sic22a21 NM_019723  Mm.154284
A 51 P200027 LIM and senescent cell antigen-like dom: Lims1 NM_026148 Mm.57734
A 52 P225584 RIKEN cDNA 1300007F04 gene 1300007F04Ril NM_026185  Mm.379135
A_52_P35164 tumor protein p53 inducible protein 13  Trp53i13 NM 00102492( Mm.341211
A 51 P209071 RIKEN cDNA 3110082117 gene 3110082117Rik NM_028469  Mm.84294
A 51 P297346 secretory carrier membrane protein 1 Scamp1 NM_029153  Mm.201455
A 52 P408237 SEC14 and spectrin domains 1 Sestd1 AK044401 Mm.27120
A 51 P101955 leukotriene A4 hydrolase Ltadh NM_008517  Mm.271071
A 51 P252677 RIKEN cDNA 1110007C09 gene 1110007CO9Ril NM_026738  Mm.3336
A_51_P402908 A_51_P402908

A 51 P303739 expressed sequence Al173486 Al173486 NM_178928 Mm.26632
A_52_P73134 sorting nexin associated golgi protein 1 Snag1 NM_130796  Mm.33721
A 51 P367763 pellino 2 Peli2 NM_033602  Mm.296457
A 52 P466090 SAM domain and HD domain, 1 Samhd1 NM_018851 Mm.248478
A 52 P160279 RIKEN cDNA 4631427C17 gene 4631427C17Ri NM_021414  Mm.210899

13040
207819
56430
19038
74781
74134
110197
103466
74453
17075
56089
16002
22690
17069
12229
17859
14299
211329
214424
78334
17969
83395
71839
73677
16589
19085
66616
233065
114128
68770
71904
26972
16002
20409
208449
67578
63986
56430
20355
63986
231296
22781
19218
11975
15979
320204
17970
NA
208846
225010
21817
258273
20310
20297
16911
65112
66171
52855
67266
14860
17207
269701
56695
71839
328373
11854
269701
26968
22781
12305
232174
674460
21812
208449
30945
105220
320951
29877
NA
170772
226098
237091
NA
14766
60596
14469
381438
NA
15185
52492
57257
71898
56517
110829
67477
216964
73212
107767
228071
16993
68480
NA
106877
170625
93834
56045
74340

15.234
6.536
12.5655
11.954
9.9785
12.787
6.403
10.5245
6.4005
7.484
11.314
5.657
8.9805
14.3775
5.9965
10.2915
6.424
7.964
9.579
11.5635
6.83
6.496
8.5445
5.703
10.7325
5.94
7.9995
12.242
7.5485
9.1605
12.3955
8.513
5.8215
13.366
11.339
6.6465
14.2585
12.861
1.3
15.9885
6.048
7.7565
5.733
6.3545
14.6775
9.626
6.892
9.207
7.8925
7.318
5.9285
6.839
5.9895
5.9975
9.801
8.1665
8.492
9.5015
11.001
6.0685
5.762
6.626
6.6705
7.593
6.2435
6.4085
6.1885
5.8105
6.856
11.8425
5.7295
10.44
6.3825
13.1115
7.5265
6.17
13.0755
8.0105
5.724
12.432
9.6785
5.676
10.5125
6.1565
6.2055
12.872
5.605
6.005
10.4285
9.456
10.1305
11.1165
7.7185
9.434
7.791
11.3765
7.051
5.901
7.8385
11.878
12.809
6.4605
5.6365
9.228
6.6925
13.069
10.816

15.5045
6.872
12.6585
11.7335
10.44
12.2805
7.267
10.708
6.59
7.804
11.215
5.7815
9.341
14.5585
6.2225
10.5195
6.579
7.65
9.6025
11.8445
6.887
6.974
9.232
5.9035
10.587
5.964
8.4535
12.6045
7.5725
9.1625
12.445
8.2705
6.176
12.9985
11.1855
6.8925
14.081
12.958
11.3765
15.8755
6.392
8.197
5.8225
6.711
15.1495
9.9025
7.06
9.4015
7.455
7.506
6.0665
6.802
6.0525
6.1515
9.438
8.775
8.307
8.7865
10.6625
6.4335
6.177
6.9195
6.856
7.9985
6.5915
6.658
6.362
6.078
7.2455
12.087
6.4415
10.2895
6.52
12.9865
7.5005
6.3915
13.1415
8.4745
5.9825
12.922
9.2615
5.935
10.7375
6.3575
6.5255
12.7535
5.767
6.243
10.493
9.239
10.129
11.5735
7.832
9.3795
7.426
11.285
6.8635
6.043
6.8975
12.044
12.6165
6.6225
5.775
9.411
7.0265
13.3025
11.021

15.3835
6.686
12.7155
12.1035
10.1285
12.9355
6.5515
10.6725
6.5465
7.6295
11.457
5.7965
9.1145
14.5115
6.131
10.4225
6.553
8.091
9.7055
11.688
6.953
6.6135
8.66
5.819
10.8465
6.0475
8.1045
12.346
7.6515
9.262
12.495
8.6115
5.9115
13.452
11.4245
6.732
14.3425
12.941
11.379
16.066
6.1225
7.826
5.8035
6.4235
14.746
9.692
6.9575
9.2725
7.9575
7.3815
5.992
6.8995
6.0475
6.0535
9.8555
8.2185
8.543
9.552
11.05
6.115
5.8035
6.6655
6.709
7.631
6.2815
6.446
6.222
5.8415
6.886
11.8705
5.751
10.46
6.4015
13.13
7.545
6.187
13.092
8.0265
5.7375
12.445
9.6905
5.6855
10.5195
6.1625
6.207
12.8735
5.603
5.9975
10.419
9.4435
10.117
11.103
7.703
9.418
7.77
11.3515
7.019
5.867
7.8045
11.8425
12.774
6.424
5.5975
9.1885
6.648
13.0225
10.7665

15.957
7.1585
11.8935
10.559
10.701
10.504
8.2795
11.143
7.537
9.3725
8.6725
6.2535
9.7065
15.0395
6.594
10.9965
7.47
9.2375
8.9135
12.3205
7.972
8.269
9.8975
6.438
10.1185
6.712
9.288
13.1365
8.887
10.4245
11.7275
7.4445
7.293
12.527
9.797
7.735
13.3715
12.015
9.822
15.2995
8.056
9.3425
7.0845
7.6485
15.7735
11.142
7.9385
10.149
7.091
8.224
6.6695
7.6625
6.851
6.9635
8.268
9.45
9.213
7.837
9.89
8.6075
6.5465
7.446
7.602
8.498
714
7.049
7.251
7.1895
7.9375
10.9855
9.5635
9.682
7.1225
11.6415
6.8595
6.8935
13.7955
8.914
6.732
13.0495
8.2225
6.3815
7.3365
8.403
7.328
13.771
6.449
6.9715
11.1825
8.5685
10.7985
13.1305
8.9525
8.833
6.446
10.179
7.9335
6.7685
6.178
12.6405
11.8905
7.2715
6.555
10.2955
9.002
13.963
12.3765

-0.723
-0.622
0.672
1.395
-0.722
2.282
-1.877
-0.619
-1.137
-1.888
2.641
-0.596
-0.726
-0.662
-0.597
-0.705
-1.046
-1.274
0.666
-0.757
-1.142
-1.772
-1.353
-0.735
0.614
-0.772
-1.289
-0.895
-1.338
-1.264
0.668
1.068
-1.471
0.839
1.543
-1.088
0.887
0.845
1.478
0.689
-2.008
-1.586
-1.352
-1.294
-1.096
-1.515
-1.047
-0.942
0.802
-0.906
-0.741
-0.823
-0.862
-0.966
1.533
-1.283
-0.721
1.665
1111
-2.539
-0.784
-0.82
-0.931
-0.905
-0.897
-0.641
-1.062
-1.379
-1.081
0.857
-3.834
0.758
-0.741
1.47
0.667
-0.723
-0.72
-0.904
-1.008
-0.617
1.456
-0.706
3.176
-2.246
-1.123
-0.898
-0.844
-0.967
-0.754
0.888
-0.668
-2.014
-1.234
0.601
1.345
1.198
-0.883
-0.867
1.661
-0.762
0.919
-0.811
-0.918
-1.068
-2.309
-0.894
-1.56

2211
1.226
1.04
2.56
1.357
6.134
1.539
0.487
3.84
0.918
7.009
0.259
1.441
0.113
0.047
1.647
2.093
1.334
1.869
3.02
3.54
1.274
0.702
2.054
0.038
0.744
591
0.84
0.637
4.496
0.313
2.269
4.507
2132
5.197
2315
0.063
0.201
2137
1.767
6.09
6.113
4.566
3.353
1.841
5.295
2.949
1.285
1.648
0.316
0.33
2.196
1.29
0.228
1.835
2277
1.045
3.433
2.638
7.541
1.474
1.837
0.159
1.772
1.255
0.54
2.014
6.048
5243
1.307
10.397
2.76
0.491
3.067
0.952
1.728
0.02
1.235
3.252
0.774
5782
1.449
9.452
6.293
2.102
1.087
2.587
0.912
1.425
214
1.223
7.046
4.396
1.071
1.908
5.082
0.388
1.039
0.48
0.415
3.404
2712
0.513
4.883
7.996
1.369
5.653



51 P350666 pellino 2
51 P247637 ring finger protein 144
52 P359739 diacylgly O-acy 2
51 P513716 ankyrin repeat domain 55
51 P176054 inositol poly 5 F
52 P392555 CUB domain containing protein 1
52 P266033 pellino 2
51 P189361 RIKEN cDNA 1700012B18 gene
52 P656659 solute carrier family 22 (organic cation tr
51 P224872 synaptic nuclear envelope 2
52 P589169 RIKEN cDNA 2010111101 gene
51 P456136 Bardet-Biedl syndrome 5 (human)
51 P301367 purinergic receptor P2Y, G-protein coupl
51 P457775 ecotropic viral integration site 5
52 P306357 prokineticin 1
__52_P407968
52 P521091 tr and tetratri ide rer
51 P254656 histidine decarboxylase
51 P343517 ly antigen 6 locus D
52 P470046 cytoplasmic FMR1 interacting protein 2
51 P228295 myelin protein zero-like 1
51 P194415 solute carrier organic anion transporter {
_52_P431859
51 P458130 tryptophan hydroxylase 1
51 P410672 fibronectin type lll and SPRY domain cor
52 P103066 nuclear receptor coactivator 3
51 P388607 MAX dimerization protein 1
51 P495581 toll-like receptor 1
51 P157270 RIKEN cDNA 3830431G21 gene
_51_P253117 sorbin and SH3 domain containing 1
52 P388163 RIKEN cDNA 2210010L05 gene
52 P603668 androgen-induced 1
_51_P207439
52 P244126 reg of chr i
51 P353247 zinc finger protein, subfamily 1A, 4 (Eos)
51 P494992 runt related transcription factor 3
52 P138581 ecotropic viral integration site 2b
52 P568217 (Dr il
51 P279232 DENN/MADD domain containing 2D
52 P188295 RIKEN cDNA A930021C24 gene
51 P300657 neurofilament, heavy polypeptide
52 P468683 RIKEN cDNA 6430571L13 gene
51 P417998 synaptotagmin-like 4
51 P383822 ecotropic viral integration site 2b
52 P140049 expressed sequence Al987662
52 P354744 solute carrier family 2 (facilitated glucos:
52 P240834 src ay 2 d i ining trans
52 P668543 leukocyte-associated Ig-like receptor 1
51 P204031 histone deacetylase 9
51 P229664 tumor necrosis factor receptor superfam

52 P443701 i superfamily, 9
51 P338317 ras homolog gene family, member Q
51 P426533 CUB domain containing protein 1
52 P556586 zinc and ring finger 2
52 P470972 ATPase, H+ ting, Vos
52 P189772 macrophage activation 2 like
51 P310196 CD40 ligand
51 P246690 dolichyl pyr 1
52 P404533 heat shock protein 1
51 P448127 RIKEN cDNA 2410004A20 gene
51 P468073 gamma-glutamyltransferase 1
51 P181565 heparin-binding EGF-like growth factor
51 P395344 RIKEN cDNA 8430427H17 gene
52 P129388 procollagen, type XXVII, alpha 1
51 P156158 PH domain and leucine rich repeat prote
51 P320852 CD9 antigen
52 P330314 LIM domain only 4
52 P592909 diacylgly O-acy f 2
51 P433192 breast amplified 1
_52_P645275
_52_P461206
_52_P281711 WD repeat domain 5B
_52_P440709

52 P190763 RIKEN cDNA 4930524L23 gene
51 P271835 tudor domain containing 7
52 P530291 proviral integration site 1
52 P568888 RIKEN cDNA 1110034G24 gene
51 P358683 Epstein-Barr virus induced gene 2
51 P138185 reg of chr
51 P278464 RIKEN cDNA 3100002J23 gene
_51_P116137 leucine-rich repeats and immunoglobulir
52 P432580 AT rich interactive domain 5B (Mrf1 like)
52 P493400 RIKEN cDNA A430107P09 gene
52 P625296 Vav2 oncogene
52 P476950 nuclear receptor coactivator 7
51 P478548 Cbp/p300-interacting transactivator, with
51 P127297 id 11-beta dehydrog 1
51 P507801 coagulation factor XlIl, A1 subunit
52 P708792 hypothetical LOC433637
52 P195260 expressed sequence Al480653
51 P412160r i
51 P494589 Rabé interacting protein 1
_51_P280455
51 P248403 iral IAP repeat: ining 1f
51 P233727 Ng23 protein
52 P220176 dickkopf homolog 3 (Xenopus laevis)
51 P399305 tumor necrosis factor receptor superfam
52 P480088 procollagen, type XXVII, alpha 1
51 P258671 Ras suppressor protein 1
51 P281333 ST3 bet: ide alpha-2,3
_52_P31751
52 P630632 reg of chr
52 P175699 myotubularin related protein 3
A 51 P415070 hypothetical protein F730023N20
A_51_P411061 laminin, alpha 5
A_52_P70064 Ng23 protein
A 51 P396003 diacylgly O-acy f 2
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Peli2 AKO79187  Mm.395004
Rnf144 NM_080563  Mm.214932
Dgat2 NM_026384  Mm.180189
Ankrd55 NM_029898  Mm.159895
Inppsf NM_178641  Mm.425474
Cdcpl NM_133974  Mm.27519
Peli2 AKO030564  Mm.296457
1700012B18Ri NM_027950  Mm.272357
Sic22a5 NM_011396  Mm.42253
Syne2 BC082586  Mm.26652
2010111101Rik AK141931  Mm.188105
Bbs5 NM_028284  Mm.252136
P2ry10 NM_172435  Mm.74639
Evi NM_007964  Mm.35796
Prok1 XM_900104  Mm.30453
ENSMUST000( Mm.212742
Tmtc4 NM_028651  Mm.271988
Hdc NM_008230  Mm.18603
Ly6d NM_010742  Mm.878
Cyfip2 BCO56974  Mm.154358
Mpzi1 NM 00100188 Mm.46438
Sico3al NM_023908  Mm.268798
ENSMUST000( Mm. 188105
Tph1 NM_009414  Mm.248684
Fsd1l AK140020  Mm.148429
Ncoa3 BCO86482  Mm.1011
Mxd1 NM_010751  Mm.279580
Tirl NM_030682  Mm.273024
3830431G21Ri XM_126991  Mm.154541
Sorbs1 NM_009166  Mm.210815
2210010LO5Ril NM_178081  Mm.269793
Aig1 NM_025446  Mm.45755
ENSMUST000( Mm.388864
Rebtb2 AKO013119
Zfpn1ad AK170453  Mm.358648
Runx3 NM_019732  Mm.378894
Evi2b NM_146023  Mm.164948
Enah BC062927  Mm.389224
Dennd2d NM_028110  Mm.259845
A930021C24Ri NM_029984  Mm.159995
Nefh NM_010904  Mm.298283
6430571L13Ril NM_175486  Mm.71039
Sytl4 NM_013757  Mm.38674
Evi2b NM_146023  Mm.164948
Al987662 NM_178899  Mm.206911
Sic2a3 NM_011401  Mm.2559
She NM_172530  Mm.225
Lair1 NM_178611  Mm.290880
Hdac9 NM_024124  Mm.310551
Tnfrsf7 NM 00103312¢ Mm.367714
Igsfo NM_033608  Mm.214530
Rhog NM_145491  Mm.826
Cdcpl BCO39753  Mm.27519
Znri2 NM_199143  Mm.286149
p6v0a2 NM_011596  Mm.392098
Mpaz2! NM_194336  Mm.275893
Cd4olg NM_011616  Mm.4861
Dolpp1 NM_020329  Mm.285167
Hspb1 NM_013560  Mm.13849
2410004A20Ri NM_025890  Mm.157658
Ggt1 NM_008116  Mm.4559
Hbegf NM_010415  Mm.289681
8430427H17Ri NM_00100198¢ Mm.50600
Col27a1 NM_025685  Mm.194116
Phipp XM_129968  Mm.24115
cdo NM_007657  Mm.210676
Lmo4 AKO033097  Mm.29187
Dgat2 NM_026384  Mm.180189
Bcas1 NM_029815  Mm.240850
BC085283
ENSMUST000( Mm.429485
Wdr5b NM_027113  Mm.37802
AKO050904  Mm.239871
4930524L23Ril AKO19695  Mm.160055
Tdrd7 NM_146142  Mm.275413
Pim1 NM_008842  Mm.328931
1110034G24Ril BC100475  Mm.284114
Ebi2 NM_183031  Mm.265618
Rebtb2 NM_134083  Mm.280068
3100002J23Ril AK013920  Mm.296819
Lrig1 NM_008377  Mm.245210
Aridsb BCO82312  Mm.222464
A430107PO9Ri NM_177288  Mm.213262
Vav2 BCO053060  Mm.179011
Ncoa? BCO76623  Mm.297903
Cited2 UB6445 Mm.272321
Hsd11b1 NM_008288  Mm.28328
F13a1 NM_028784  Mm.235105
LOC433637  XM_489019  Mm.331285
Al480653 NM_198626  Mm.286693
Rhbdf2 NM_172572  Mm.89695
Rab6ip1 NM_021494  Mm.21904
ENSMUST000( Mm.329131
Bircif NM_010871  Mm.218759
Ng23 NM_023893  Mm.390966
Dkk3 NM_015814  Mm.55143
Tnfrsf19 NM_013869  Mm.281356
Col27a1 AKO003879  Mm.392277
Rsul NM_009105  Mm.905
St3galé NM_018784  Mm.212742
AF012177  Mm.425911
Rebtb2 NM_134083  Mm.280068
Mtmr3 AK122261  Mm.216007
F730023N20 NM_183158  Mm.276400
Lama5 XM_203796  Mm.4339
Ng23 NM_023893  Mm.390966
Dgat2 NM_026384  Mm.180189

93834
108089
67800
77318
101490
109332
93834
71839
20520
319565
72061
72569
78826
14020
246691
NA
70551
15186
17068
76884
68481
108116
NA
21990
319636
17979
17119
21897
217682
20411
98682
66253
NA
105670
22781
12399
216984
13800
72121
77803
380684
235599
27359
216984
101202
20527
214547
52855
79221
21940
93842
104215
109332
387524
21871
100702
21947
57170
15507
66991
14598
15200
329540
373864
98432
12527
16911
67800
76960
NA
NA
69544
NA
78185
100121
18712
73747
321019
105670
75429
16206
71371
320898
22325
211329
17684
15483
74145
433637
268880
217344
19347
NA
17952
78376
50781
29820
373864
20163
54613
NA
105670
74302
224044
16776
78376
67800

5.7825
10.4115
6.22
6.039
11.666
5.922
5.662
10.834
8.1155
12.2955
9.4805
6.143
12.244
6.596
5.7595
8.5
7.756
7.422
7.5765
8.447
6.879
13.3615
12.132
5.9385
5.5875
13.329
7.1575
12.198
5.872
11.595
9.466
9.9085
10.0255
10.36
7.042
8.643
9.6825
5.656
15.163
5.6865
9.965
6.0455
5.684
11.63
5.793
11.622
6.9435
10.3435
5.9965
14.3475
6.265
8.166
6.3
10.6275
11.8495
10.79
8.239
11.821
6.7535
10.6085
9.4665
6.188
8.109
6.1915
8.414
13.917
9.964
7.949
6.834
12.322
11.5525
8.886
5.712
6.4695
10.138
11.5055
12.26
14.103
12.275
6.6585
12.7375
11.747
10.0555
7.6805
12.9445
10.3155
14.6725
6.938
11.174
9.1065
11.19
10.9265
8.991
6.3605
7.3235
5.963
7.7935
5.978
11.9015
11.3285
10.6685
12.886
13.561
6.446
5.833
7.5095
6.359

6.155
10.209
6.2905

6.293
12.011
6.2345
5.6485
11.569
8.3045
11.844
9.6585
6.1115

12.4525
6.7965
5.8155
7.8365
7.9355

6.934

7.163
7.9695
6.6715

13.1915

12.555

5.965

5.636
13.472

7.436

12.3365
6.0865
11.6515
9.5165
10.174
10.0265

9.891
8.0325

8.411

9.528
5.6815
15.288
5.5145

9.77
6.2645

5.797
11.403

5.683

12.0725
6.806
9.71
6.0955

14.73
6.2525
8.4025
6.8375
10.453
11.644

10.7625
7.8265

11.643

7.611
10.233

8.424
6.3425
8.2765

6.398
8.8015
13.737
9.5695
8.4595

6.929
12.048
11.334
8.6515
5.7785
7.2475

10.2995

11.9405

12.136
14.093
11.925

6.352

12.9325

12.0785

9.684

8.095
12.791
9.9765

14.1935
7.0245
10.6255
9.16
10.4035
10.9995
10.7015
6.2725
7.1035

5.817

6.573

6.318

11.3095

10.4275

10.2635

12.459
13.592

5.84
6.0595

7.165

6.7105

5.7335
10.3605
6.165
5.983
11.61
5.8655
5.6045
10.7725
8.054
12.2335
9.417
6.079
12.178
6.5275
5.6885
8.4295
7.684
7.3505
7.4955
8.367
6.7935
13.276
12.0445
5.8505
5.4995
13.24
7.067
12.1025
5.775
11.4975
9.3675
9.808
9.9255
10.2555
6.932
8.533
9.5705
5.5295
15.0325
5.554
9.8335
5.9075
5.5455
11.4855
5.6475
11.4735
6.792
10.1895
5.8415
14.189
6.1055
8.0065
6.1395
10.464
11.68
10.6195
8.0675
11.648
6.5775
10.4315
9.29
6.009
7.9235
6.004
8.2245
13.7265
9.7735
7.7515
6.637
12.1235
11.3545
8.6865
5.5115
6.263
9.9305
11.293
12.047
13.888
12.059
6.439
12.5175
11.5225
9.829
7.454
12.7135
10.083
14.4335
6.698
10.9305
8.862
10.9455
10.675
8.736
6.1055
7.066
57
7.528
571
11.634
11.0605
10.3955
12.608
13.279
6.1555
5.5415
7.2165
6.064

8.3995
9.252
7.57
7.4815
12.887
6.9535
6.4145
12.3755
9.4965
10.4615
10.2095
6.7765
13.352
7.632
7.3915
6.8525
8.5845
6.543
9.2625
7.608
7.657
12.401
12.973
6.943
6.374
14.0515
8.0985
12.9285
7.3435
12.2135
8.239
10.6995
9.2805
9.4895
9.568
7.911
8.8705
6.7625
13.9275
6.383
10.559
7.284
6.443
10.8525
6.9225
12.923
8.147
8.591
6.845
14.9795
7.03
9.9895
8.052
9.957
11.2585
11.558
6.5255
11.2235
8.783
9.851
6.777
7.9745
9.304
7.013
9.5995
13.0895
8.486
11.072
7.4675
11.6595
10.434
8.274
6.7205
8.587
10.871
12.5125
11.2135
13.244
11.4835
8.018
13.815
12.411
8.5085
9.5185
14.2975
9.6915
13.5965
8.134
10.263
10.1105
10.067
12.1175
11.3905
7131
8.1745
6.9085
6.075
7.52
11.185
8.4545
9.433
12.225
14.3375
5.7535
7.9165
8.4965
8.782

-2.617
1.159
-1.35

-1.442

-1.221

-1.032

-0.753

-1.541

-1.381
1.835

-0.729

-0.633

-1.108

-1.036

-1.632
1.647

-0.828
0.879

-1.686
0.839

-0.778

0.96

-0.841

-1.005

-0.786

-0.723

-0.941

-0.731

-1.472

-0.619
1.227

-0.792
0.746

0.87

-2.526
0.732
0.812

-1.107
1.236

-0.696

-0.594

-1.239

-0.759
0.778

-1.129

-1.301

-1.204
1.753

-0.848

-0.632

-0.765

-1.823

-1.752
0.671
0.591

-0.767
1.714
0.598

-2.029
0.757

2.69

-1.787

-1.195

-0.822

-1.186
0.828
1.478

-3.123

-0.633
0.662
1.118
0.612

-1.009
-2.118

-0.733

-1.007
1.046
0.859
0.791

-1.359

-1.078

-0.664
1.547

-1.838

-1.353
0.624
1.076

-1.196
0.911

-1.004
1.123

-1.191

-2.399
-0.77

-0.851

-0.946
1.719

-1.542
0.717
2.874
1.236

0.66

-0.776
0.693

-2.084

-0.987

-2.423

8.06
4.188
4.683
2.323
3.204
2.543
0.931
2.793
3.229
5.584
1.632
0.175
2.326
2234
5.371

53
2473
0.962
0.759
0.144

0.87

3.17
2.652

3.06
1.292
0.013
0.503

1.7
0.542
0.958
1.833
2.639
0.605
0.689

8.06
1.797
1.921
3.961
4.484
1.856
0.252
2.794
2.984
1.778
5.096
5.951
4.899
1.873
2.591
0.554
0.615
3.051
2.993
1.578
0.955
1.033
6.983
0.109
4.843

1.93
7.101
4.866
0.796
1.536
3.422
1.384
4.775
8.775
1.419

0.49
0.145
1.112
3.882
6.806
1.198
2.196
1.408
1.394
2.552
2.053
2.337
1.342

3.29
6.773
4.534
0.386
4.548
0.881
1.291
1.807
0.178
2.407
8.518
1.543
0.307
1.916
2.702
3.322
0.638
8.501
1.536
1.137
0.923
0.913
4.706
1.809
9.199
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52 P662796 DENN/MADD domain containing 2D Dennd2d NM_028110  Mm.259845 72121 13.643 13.6735 13.347 12.367 1.276 4.105
52 P641716 RIKEN cDNA E430004N04 gene E430004N04Ri NM_178666 ~ Mm.123021 210757 9.108 8.7215 8.8065 7.277 1.831 2.806
52 _P57013 nucleoredoxin Nxn NM_008750  Mm.27915 18230 11.4465 11.0775 11.1435 10.6995 0.747 1.885
52 P188678 poliovirus receptor-related 2 Pvri2 BC009088 Mm.4341 19294 6.184 6.066 5.881 7.1505 -0.967 1.543
51 P489887 sushi domain containing 3 Susd3 NM_025491 Mm.34308 66329 13.531 13.469 13.226 12.7405 0.791 0.853
51 P349166 SEC14 and spectrin domains 1 Sestd1 NM_175465  Mm.389296 228071 8.632 7.2735 8.3255 6.7035 1.929 1.219
\_52_P93467 syndecan 4 Sdc4 NM_011521 Mm.3815 20971 6.0985 6.6625 5.79 8.1845 -2.086 5.656
52 P375312 adhesion molecule, interacts with CXAD! Amica1 NM 00100542° Mm.190461 270152 11.558 10.1085 11.248 10.1865 1.372 0.025
51 P476538 RIKEN cDNA 5430417L22 gene 5430417L22Ril AK077391 Mm.393006 108676 11.007 10.5105 10.6965 9.398 1.609 4.318
51 P485731 synaptotagmin-like 1 Syti1 NM_031393  Mm.25660 269589 10.9325 10.814 10.62 11.912 -0.979 1.113
52 P460957 cAMP resp i Crem NM_013498  Mm.5244 12916 9.7655 9.8035 9.451 10.606 -0.84 0.335
51 P203182 apolipoprotein B48 receptor Apob48r NM_138310  Mm.170665 171504 10.6365 10.294 10.3215 9.5455 1.091 1.623
51 P320022 ATPase, class V, type 10A Atp10a NM_009728  Mm.135129 11982 9.738 9.2915 9.414 9.0065 0.732 2.577
\_52_P427305 AKO053595 NA 6 6.3785 5.6705 7.0455 -1.046 2.562
_52_P70949 Nur77 downstream gene 1 Ndg1 NM_183322 Mm.26006 368204 6.174 6.3435 5.8415 7.6635 -1.49 1.455
51 P233304 RIKEN cDNA 6330406115 gene 6330406115Rik NM_027519  Mm.252139 70717 6.0025 6.097 5.6695 7.288 -1.285 4.101
51 P144364 chimerin (chimaerin) 2 Chn2 AKO030336 Mm.321147 69993 6.7895 6.4985 6.456 6.1335 0.656 0.631
52 P415821 SEC14 and spectrin domains 1 Sestd1 AK005322 Mm.389296 228071 6.83 6.1295 6.496 5.8485 0.982 1.818
_52_P97221 bi D 1(D ila) Bicd1 NM_009753  Mm.177181 12121 5.991 6.2435 5.6515 7.126 -1.135 2917
52 P666059 runt related transcription factor 3 Runx3 NM_019732  Mm.378894 12399 11.1395 10.8545 10.7975 10.061 1.078 0.964
51 P223656 laminin, beta 3 Lamb3 NM_008484  Mm.425069 16780 7.113 7.1795 6.7685 7.794 -0.681 1.031
_52_P30312 chemokine (C-C motif) receptor 9 Ccr9 NM_009913  Mm.237064 12769 9.114 8.989 8.768 10.415 -1.301 1.269
52 _P3276 RIKEN cDNA 6330406115 gene 6330406115Rik NM_027519  Mm.252139 70717 5.9115 6.066 5.559 7.4185 -1.508 6.627
51 P159792 procollagen, type XV Col15a1 NM_009928  Mm.233547 12819 6.2765 6.1285 5.921 7.1525 -0.876 0.135
_52_P98387 aldolase 1, A isoform Aldoa NM_007438  Mm.275831 11674 16.6195 16.3535 16.263 16.0045 0.615 0.962
51 P159171 interleukin-1 receptor-associated kinase Irak2 NM_172161 Mm.152142 108960 10.851 10.885 10.493 11.7025 -0.852 3.235
_52_P391103 cAMP resp i Crem NM_013498  Mm.5244 12916 8.7645 8.812 8.4045 9.505 -0.74 1.448
51 P141274 SEC24 related gene family, member D (S Sec24d NM_027135  Mm.29293 69608 9.686 9.2135 9.3235 8.8235 0.863 0.915
52 P391098 cAMP resp i Crem NM_013498  Mm.5244 12916 9.628 9.624 9.263 10.3695 -0.741 0.783
_51_P289249 AK160276 Mm.49611 NA 10.1535 9.4955 9.7895 9.2945 0.859 0.639
51 P199993 guanylate cyclase 1, soluble, alpha 3 Gucy1a3 NM_021896  Mm.143831 60596 7.2515 8.0105 6.8755 8.954 -1.702 3.764
51 P199725 Rho GTPase activating protein 24 Arhgap24 NM_146161 Mm.233880 231532 6.263 6.26 5.887 7.7335 -1.471 4.334
52 P338833 ring finger protein (C3HC4 type) 19 Rnf19 NM_013923 Mm.5181 30945 9.9945 9.842 9.6095 9.0515 0.943 2612
52 P391095 cAMP resp i Crem NM_013498  Mm.5244 12916 9.8375 9.897 9.45 10.6615 -0.824 1.658
51 P199987 guanylate cyclase 1, soluble, alpha 3 Gucy1a3 NM_021896  Mm.143831 60596 7.6675 8.456 7.2745 9.545 -1.878 3.737
_52_P44205 membrane associated guanylate kinase, Magi1 NM_010367 Mm.217216 14924 6.0205 6.234 5.622 7.572 -1.552 2.967
52 P302395 yl/cystiny i i Lnpep NM_172827  Mm.328807 240028 11.8935 11.4625 11.4955 11.3035 0.59 1.352
52 P201800 nanos homolog 1 (Drosophila) Nanos1 NM_178421 Mm. 186390 332397 6.742 6.5455 6.3415 6.0185 0.724 0.675
51 P189943 Down syndrome cell adhesion molecule Dscam NM_031174 Mm.328737 13508 7.4875 8.3635 7.0855 10.578 -3.091 1.388
51 P176474 kinase non-catalytic C-lobe domain (KINI Kndc1 NM_177261 Mm.44442 76484 6.1845 6.3735 5.7735 7177 -0.992 0.889
52 P388155 RIKEN cDNA 2210010L05 gene 2210010LO5Ril NM_133829  Mm.269793 98682 11.8065 11.59 11.3955 10.4615 1.345 2.854
_52_P24280 abhydrolase domain containing 2 Abhd2 NM_018811 Mm.365490 54608 9.3545 8.9035 8.94 8.6575 0.697 0.678
52 P665928 N: [e ine-1 Gnptg NM_172529  Mm.38607 214505 12.995 12.748 12.5785 12.378 0.617 0.165
51 P478555 Cbp/p300-interacting transactivator, with Cited2 NM_010828  Mm.272321 17684 10.5505 10.1465 10.131 9.837 0.713 0.028
_52_P129114 centaurin, beta 5 Centb5 NM_207223  Mm.219591 140500 11.568 11.299 11.149 10.672 0.896 0.569
51 P377789 mitogen activated protein kinase kinase Map3k12 NM_009582  Mm.172897 26404 11.151 10.8415 10.73 10.1955 0.955 2.481
52 P596458 HECT domain containing 2 Hectd2 NM_172637 Mm.61107 226098 7.2195 6.629 6.7985 6.261 0.959 3.241
52 P139413 cDNA sequence BC033932 BC033932 XM_486124  Mm.33613 434325 8.573 7.7205 8.1445 6.622 1.951 7.841
51 P408410 protective protein for beta-galactosidase Ppgb NM_008906  Mm.359633 19025 13.833 13.529 13.401 13.0285 0.805 1.567
52 P459732 REC8-like 1 (yeast) Rec8L1 NM_020002  Mm.23149 56739 9.204 9.3425 8.768 10.7465 -1.543 5.167
52 P763562 zinc finger CCCH type containing 12C  Zc3h12c XM_146893  Mm.390172 244871 6.2945 6.317 5.8585 7.5545 -1.26 0.021
51 P440584 abhydrolase domain containing 2 Abhd2 NM_018811 Mm.365490 54608 9.6365 9.1465 9.2 8.978 0.659 1.3
51 P166695 inositol 5 B Inpp5b NM_008385  Mm.296202 16330 12.838 12.658 12.395 12.0155 0.823 0.192
51 P301804 ST3 beta-c ide alpha-2,3-si: St3galt NM_009177  Mm.248334 20442 13.219 12.838 12.775 12.3505 0.868 1.152
51 P268754 RIKEN cDNA E430004N04 gene E430004N04Ri NM_178666 ~ Mm.123021 210757 10.2585 9.434 9.8135 8.1905 2.068 7.492
52 P308413 RIKEN cDNA 1810011H11 gene 1810011H11Ril AK007434 Mm.261609 69069 7.586 7.6165 7137 9.0435 -1.458 2.133
51 P478556 Cbp/p300-interacting transactivator, with Cited2 NM_010828  Mm.272321 17684 10.522 10.0905 10.072 9.7735 0.748 1.94
_51_P119055 Sjogren syndrome antigen B Ssb NM_009278  Mm.10508 20823 10.9165 10.383 10.4655 10.211 0.705 0.911
52 P604149 a disi in-like and i (1 Adamts6 AKO030315 Mm.208125 108154 8.9125 8.9305 8.4585 10.2415 -1.329 4.402
51 P365008 tensin 1 Tns1 XM_619639  Mm.309975 21961 10.707 10.5355 10.253 11.698 -0.991 0.489
51 P297778 SH3 domain and tetratricopeptide repeat Sh3tc1 NM_194344  Mm.290429 231147 8.816 9.4975 8.36 10.3125 -1.497 1.044
52 P479249 thymus cell antigen 1, theta Thy1 NM_009382  Mm.3951 21838 17.103 16.64 16.6445 16.2895 0.813 2.878
51 P438820 PYD and CARD domain containing Pycard NM_023258 Mm.24163 66824 15.17 14.5695 14.7075 14.341 0.829 0.776
51 P492797 leucine rich repeat containing 61 Lrrc61 NM_177736  Mm.290764 243371 10.5445 10.723 10.0795 11.5515 -1.007 3.622
51 P241828 neuroplastin Nptn NM_009145  Mm.15125 20320 12.3925 11.7325 11.928 11.7585 0.634 0.269
51 P419027 hypothetical protein 4732457N14 4732457TN14  AK076353 Mm.181852 330108 6.2255 6.463 5.758 7.5835 -1.358 2.946
_51_P250597 AK041395 Mm.208125 NA 9.9495 9.995 9.481 11.0985 -1.149 0.602
_52_P99502 secernin 3 Scrn3 NM_029022  Mm.247457 74616 8.3565 7.8845 7.884 7.5305 0.825 1.364
_52_P721591 NAP113200-1 NA 6.1235 5.9105 5.6475 8.101 -1.977 8.947
51 P246677 REC8-like 1 (yeast) Rec8L1 NM_020002  Mm.23149 56739 11.3295 11.422 10.847 13.087 -1.758 3.584
51 P434127 twisted gastrulation homolog 1 (Drosopt Twsg1 NM_023053 Mm.10153 65960 8.5455 8.6625 8.0585 9.1915 -0.646 0.35
51 P286373 tubulin tyrosine ligase-like family, memb Ttll12 NM_183017 Mm.46778 223723 12.1315 11.628 11.644 11.0875 1.044 4.002
_52_P77106 Fas ligand (TNF superfamily, member 6) Fasl NM_010177  Mm.3355 14103 10.432 9.7945 9.9455 8.8995 1.533 1.005
_52_P89305 RIKEN cDNA A930004K21 gene A930004K21Ri NM_172673  Mm.121514 228564 6.3935 6.345 5.905 8.217 -1.824 6.235
52 P145861 CD86 antigen Cd8é NM_019388  Mm.1452 12524 8.429 8.325 7.9385 9.8305 -1.401 4.322
52 P302587 chimerin (chimaerin) 2 Chn2 NM_023543  Mm.321147 69993 8.6565 8.2435 8.1635 7.6845 0.973 0.164
52 P243438 interleukin 2 receptor, alpha chain l2ra NM_008367 Mm.915 16184 6.4635 6.965 5.967 9.74 -3.277 8.451
_51_P223025 BC016533 Mm.258155 NA 7.77 6.993 7.272 6.841 0.929 1.469
51 P247070 iple C2 ins, tr 1 Mctp1 NM_030174  Mm.316249 78771 6.4055 6.649 5.8975 7.559 -1.154 0.518
52 P330424 interleukin 2 receptor, alpha chain l2ra AK168113 Mm.915 16184 6.1945 7.0825 5.684 9.6235 -3.429 9.254
52 P909274 protein S (alpha) Pros1 NM_011173 Mm.127156 19128 7.2785 7.391 6.7665 8.9325 -1.654 6.881
52 _P60105 N C i f lase (sull Sgsh NM_018822 Mm.103788 27029 13.139 12.8535 12.6255 12.1165 1.022 3.469
_52_P98287 BB037235 Mm.63503 NA 8.5175 9.206 8.003 10.2175 -1.7 6.461
51 P171929 HECT domain containing 2 Hectd2 AK041629 Mm.61107 226098 9.759 9.168 9.244 8.0965 1.662 5.269
_52_P963805 AKO053347 Mm. 132392 NA 6.3365 6.4 5.8185 7.3945 -1.058 2.626
52 P149628 neuroligin 2 Nign2 NM_198862 Mm.151293 216856 7.806 8.4285 7.2865 9.9655 -2.16 0.823
51 P441312 similar to Hippocalcin-like protein 1 (Visi LOC628882  BC099486 Mm.429755 628882 9.609 9.359 9.0875 8.7065 0.903 0.241
_51_P438752 AK079064 NA 6.4815 5.828 5.957 5.7695 0.712 0.362
52 P208521 Nur77 downstream gene 1 Ndg1 NM_183322 Mm.26006 368204 6.306 7.4585 5.7805 10.071 -3.765 10.544
51 P379428 synaptophysin Syp NM_009305 Mm.223674 20977 6.8195 7.2845 6.2925 8.672 -1.852 4.89
52 P536735 hippocalcin-like 1 Hpcal1 NM_016677 Mm.313619 53602 10.707 10.4085 10.1755 9.486 1.221 4.342
_52_P60074 myosin, light polypeptide kinase 2, skele Mylk2 AK079396 Mm.250604 228785 7.221 6.5825 6.6785 6.496 0.725 0.816
52 P559808 Rho guanine nucleotide exchange factor Arhgef12 NM_027144  Mm.275266 69632 10.3 10.4655 9.755 11.286 -0.986 4.326
51 P476660 myeloit id or mixed lineage-leuk¢ Miit4 XM_890447  Mm.59167 17356 7.644 7.735 7.095 8.459 -0.815 0.583
52 P231232 nanos homolog 1 (Drosophila) Nanos1 NM_178421 Mm. 186390 332397 9.193 8.7955 8.6435 7.428 1.765 1.873
52 P180752 protein-tyrosine sulfotransferase 2 Tpst2 NM_009419  Mm.250631 22022 14.165 13.6805 13.6135 13.4315 0.734 0.643
52 P293232 m i 1 Mesdc1 NM_030705 Mm.272998 80889 9.524 9.037 8.971 8.838 0.686 1.139
_52_P73469 cytochrome b5 reductase 4 Cyb5r4 NM_024195  Mm.30166 266690 13.1 12.502 12.546 12.1035 0.996 0.852
51 P369550 CD84 antigen Cds4 NM_013489  Mm.259115 12523 12.3325 11.7345 11.7775 11.635 0.698 0.495
52 P136316 SAM domain and HD domain, 1 Samhd1 AK128954 Mm.248478 56045 9.0125 9.202 8.4565 9.789 -0.776 1.826
52 P358360 immunoglobulin heavy chain 6 (heavy ct Igh-6 AK088666 Mm.342177 16019 15.846 16.2715 15.2845 17.0715 -1.226 2.326
51 P331279 actin related protein 2/3 complex, subuni Arpc1b NM_023142  Mm.30010 11867 17.2405 16.8905 16.6765 16.6225 0.618 1.011
51 P234728 purinergic receptor P2Y, G-protein coupl P2ry5 NM_175116 ~ Mm.390681 67168 14.0935 13.6105 13.53 13.07 1.023 3.136
52 P506217 ras homolog gene family, member D Rhod NM_007485  Mm.27701 11854 7.5575 8.214 6.991 9.1225 -1.565 4.056
51 P278994 SWA-70 protein Swap70 NM_009302  Mm.334144 20947 10.422 10.737 9.854 12.7005 -2.279 3.954
51 P359636 lectin, galactoside-binding, soluble, 3 bir Lgals3bp NM_011150 Mm.3152 19039 14.092 13.513 13.5095 13.308 0.784 2.166
51 P504028 ST6 (alpha-N. tyl i 2,3-beta- 1 NM_011371 Mm.100084 20445 6.2215 5.6955 5.634 5.587 0.635 0.651
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51 P457582 cytochrome b5 reductase 4 Cyb5r4

52 P622850 hairy and of split 5 (Dr ila Hes5

52 P559066 absent in melanoma 1-like Aim1l

51 P277444 ring finger protein (C3HC4 type) 19 Rnf19

52 P562676 family 4A, 1 Sultdat

51 P515768 PDZ and LIM domain 7 Pdlim7

52 P483974 deleted in lymphocytic leukemia, 2 Dleu2

51 P220884 m i 1 Mesdc1

51 P285323 RIKEN cDNA 6720463M24 gene 6720463M24Ri
52 P625166 sushi domain containing 3 Susd3

51 P193336 nucleobindin 2 Nucb2

52 P186785 similar to Hippocalcin-like protein 1 (Visi LOC675539
52_P55706 neurotrophic tyrosine kinase, receptor, t' Ntrk3

52 P260407 RIKEN cDNA 1700065A05 gene 1700065A05Ri
51_P411306 ADAM with thr Adamts3

52 P445253 dystonin Dst

52 P512561 tripartite motif-containing 59 Trim59

51 P471219 RIKEN cDNA 6430571L13 gene 6430571L13Ril
51 P477682 protease, serine, 12 neurotrypsin (motop Prss12

51 P402359 B and T lymphocyte associated Btla

51 P216679 annexin A10 Anxa10

52 P613643 zinc finger protein 3 Zfp3

52 P559557 cDNA sequence BC026585 BC026585

52 P463183 and differentiati i Ddef1

51 P493709 RIKEN cDNA 2810474C18 gene 2810474C18Ri
51 P275729 dynein, axonemal, heavy chain 12 Dnahc12

51 P483231 Janus kinase 2 Jak2
52_P69160 SWA-70 protein Swap70

51 P454638 potassium channel tetramerisation dom: Kctd9

51 P393426 protein S (alpha) Pros1

51 P374651 bromodomain adjacent to zinc finger dor Baz1a

51 P104012 transmembrane protein 158 Tmem158
52_P21574 PDZ and LIM domain 7 Pdlim7
52_P244908

51 P470715 cytokine il ible SH2 protei Cish

52 P655265 RIKEN cDNA 6720463M24 gene 6720463M24Ri
51 P275808 tripartite motif-containing 59 Trim59

51 P173601 basal cell adhesion molecule Bcam

51 P489488 i il ing protei Pded4dip

51 P433194 breast amplified 1 Bcas1

51 P473252 zyxin Zyx
51_P115575 mitogen activated protein kinase kinase Map3k8

52 P625215 WAP, follistatin/kazal, immunoglobulin, k Wfikkn2
52_P88983 RIKEN cDNA 1110060D06 gene 1110060D06Ril
51 P340987 GTPase ing RANGAP di in-like Garnl3

51 P181671 integrin alpha 7 Itga7

51 P281380 tetraspanin 5 Tspan5
52_P113611 sodium channel, voltage-gated, type V, a Scn5a

52 P359010 RIKEN cDNA 5330421F07 gene 5330421F07Ril
52_P35240 transgelin 2 Tagin2

51 P487918 RIKEN cDNA 5830482F20 gene 5830482F20Ril
52_P75441

51_P410813

51 P192998 RIKEN cDNA 1700065A05 gene 1700065A05Ri
51 P394921 RIKEN cDNA 1700020L24 gene 1700020L24Ril
52 P653184 similar to Hippocalcin-like protein 1 (Visi LOC673959
52_P64687 ium/ i protein k Camk2n1

51 P494125 alkaline phosphatase 2, liver Akp2

51 P417701 apoptoti i ivating factor 1 Apaft

51 P338655 iral IAP repeat: ining 1f Birc1f

51 P435239 and differ i Ddef1

51 P226655 phospholipid transfer protein Pitp
52_P74637 similar to RIKEN cDNA 6030426L16 LOC245297

51 P332309 a ( laevis Eomes

52 P186033 sialophorin Spn

51 P151586 germ cell-specific gene 2 Gsg2
51_P113403 solute carrier family 26, member 11 Slc26a11

52 P600547 Rous sarcoma oncogene Src

52 P594290 WD repeat and FYVE domain containing Wdfy2

51 P216015 deleted in lymphocytic leukemia, 2 Dleu2

51 P469401 tumor necrosis factor receptor superfam Tnfrsf18

51 P171200 golgi phosphoprotein 2 Golph2
52_P380114 coiled-coil domain containing 46 Ccdc46

51 P151828 filamin, alpha Fina

51 P360918 EH-domain containing 3 Ehd3

51 P487360 hippocalcin-like 1 Hpcal1

52 P573255 CDCA42 effector protein (Rho GTPase bin Cdc42ep1

51 P341801 ial tumor supp 1 Mtus1

51 P402583 glycosylphosphatidylinositol specific ph Gpld1
52_P45937

51 P174362 unkempt-like (Drosophila) Unkl

52 P327664 guanylate nucleotide binding protein 5 Gbp5

51 P496795 RIKEN cDNA A330049M08 gene A330049M0O8R
52_P518949

52 P212473 RIKEN cDNA C730049014 gene C730049014Ri
51 P297579 GTP cyclohydrolase 1 Gch1
52_P52586 RIKEN cDNA 1700065A05 gene 1700065A05Ri
51 P474538 RIKEN cDNA A330103N21 gene A330103N21Ri
51 P308362 UDP glucuronosyltransferase 1 family, p: Ugt1aéb

52 P674357 thiamine triphosphatase Thtpa

51 P293269 phosphodiesterase 7A Pde7a
51_P511546 glycine decarboxylase Gldc

51 P452953 ras homolog gene family, member D Rhod

52 P204331 RIKEN cDNA D630039A03 gene D630039A03Ri
51_P227445

51 P291713 neurocalcin delta Ncald

51 P496031 androgen receptor Ar

52 P599514 killer cell lectin-like receptor subfamily B Kirb1c

52 P543684 kallikrein 1-related petidase b26 Klk1b26
51_P411965 neurobeachin-like 2 Nbeal2

51 P358251 RIKEN cDNA 2610029101 gene 2610029101Rik
52 P545613 Fc receptor, IgG, low affinity llb Fcgr2b

51 P433870 vascular endothelial growth factor C Vegfc

51 P265495 lymp! yte antigen 6 locus A Ly6a

51 P397468 Rap2 interacting protein Rap2ip

52 P131548 ajuba Jub

52 P220879 tr i 2, C polypepti Tgm2
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A 51 P263290 UDP-N-acetyl-alpha-D-galactosamine:po Galnt9 NM_198306  Mm.275748
A 52 P576442 death-associated protein Dap NM_146057 Mm.222867
A 52 P585907 phospholipase A2, group IVF Pla2g4f NM 00102414f Mm.24880
A 51 P509518 ral ¢ i i i i stimi Ralgds NM_009058  Mm.5236
A 51 P434301 mucolipin 2 Mcoln2 NM_026656  Mm.116862
A 51 P489996 dystonin Dst NM_010081 Mm.336625
A_52_P1083556 AK032841 Mm.239941
A 52 P464372 purinergic receptor P2Y, G-protein coupl P2ry1 NM_008772  Mm.281452
A _52_P54176 axin2 Axin2 NM_015732  Mm.71710
A 51 P342567 A kinase (PRKA) anchor protein (gravin) Akap12 NM_031185  Mm.27481
A_51_P311648 RIKEN cDNA A930004K21 gene A930004K21Ri AK030883 Mm.121514
A_51_P211600 septin 11 Sep-11 AK028475 Mm.236587
A 51 P167488 laminin, alpha 3 Lama3 XM_140451 Mm.42012
A 51 P150770 ropporin 1-like Ropn1l NM_145852  Mm.390775
A 52 P375323 solute carrier family 9 (sodium/hydrogen Sic9a9 NM_177909  Mm.326125
A 51 P371034 regulator of G-protein signaling 9 Rgs9 NM_011268 Mm.38548
A 51 P334063 crystallin, beta B1 Crybb1 NM_023695 Mm.29488
A 51 P200400 death-associated protein Dap NM_146057 Mm.222867
A 51 P395546 pleckstrin homology-like domain, family Phldb1 NM_153537  Mm.28639
A 51 P386539 ring finger protein 125 Rnf125 NM_026301 Mm.45980
A 52 P555623 RIKEN cDNA 4732460K03 gene 4732460K03Ril AK129160 Mm.31983
A 51 P130101 Fc receptor, IgG, low affinity llb Fcgr2b NM_010187  Mm.425062
A_52_P53019 r i inlet-like 3 (D phil RhbdI3 NM_139228 Mm.194148
A_51_P113144 adaptor-related protein complex 1, siam: Ap1s2 AK045558 Mm. 146736
A_52_P15461 interleukin 15 115 NM_008357  Mm.4392
A 52 P316933 SH3 domain binding glutamic acid-rich p Sh3bgri2 NM_172507  Mm.100125
A 52 P488596 adaptor-related protein complex 1, siam: Ap1s2 NM_026887 Mm.146736
A 52 P413034 integrin alpha 7 Itga7 NM_008398  Mm.179747
A 51 P360840 zinc finger protein, multitype 1 Zfpm1 NM_009569 Mm.390068
A 51 P132170 RIKEN cDNA 2610301F02 gene 2610301FO02Ril NM 00102557¢ Mm.26579
A 51 P395308 kallikrein 1-related peptidase b5 Klk1b5 NM_008456  Mm.142722
A 51 P120137 expressed sequence AW061290 AW061290 NM_201361 Mm.293063
A_52_P248403 NAP101442-1

A 52 P183239 sodium channel, voltage-gated, type VIIl, Scn8a AK083250 Mm.392144
A 51 P417077 villin-like vill NM_011700  Mm.83817
A 52 P476028 RIKEN cDNA 8430427H17 gene 8430427H17Ri NM 00100198¢ Mm.50600
A 51 P314652 glycosyltransferase 28 domain containin GIt28d2 NM_177130  Mm.119926
A 52 P675996 Kruppel-like factor 9 Kif9 NM_010638  Mm.291595
A 51 P130095 Fc receptor, IgG, low affinity llb Fcgr2b NM_010187  Mm.425062
A_52_P210511 tumor necrosis factor receptor superfam Tnfrsf9 NM_011612  Mm.244187
A 51 P241715 RIKEN cDNA 4930579C12 gene 4930579C12Ri NM_175672  Mm.425589
A 51 P265173 F-box protein 27 Fbxo27 NM_207238 Mm.116116
A 52 P643798 crystallin, beta B1 Crybb1 NM_023695 Mm.29488
A 51 P183581 POU domain, class 2, associating factor Pou2af1 NM_011136 Mm.897
A_52_P84037 supp! of cytokine signaling 2 Socs2 AK033206 Mm.4132
A_51_P115441 dihydropyrimidinase-like 3 Dpysl3 NM_009468 Mm.8180
A 51 P412200 Kruppel-like factor 9 Kif9 NM_010638  Mm.291595
A_52_P35581 ENSMUST000( Mm.252210
A 51 P495331 nebulin Neb XM_130232  Mm.389247
A 51 P429335 protease, serine, 16 (thymus) Prss16 NM_019429  Mm.32043
A 51 P367423 claudin domain containing 2 Cldnd2 AK006929 Mm.159153
A 52 P304056 janus kinase and mi i inc Jakmip2 XM_129010  Mm.134602
A 51 P287691 kringle ining tr ane prote K 2 NM_028416

A 51 P415755 sema domain, tr ane domain (1 AK052232 Mm.330536
A 52 P522048 RIKEN cDNA 4930555G01 gene 4930555G01Ri NM_175393  Mm.396152
A_52_P234544 NAP027406-1

A 51 P150763 ropporin 1-like Ropn1l NM_145852  Mm.390775
A 51 P398766 guanylate nucleotide binding protein 1  Gbp1 NM_010259 Mm.45740
A 52 P519783 leukocyte tyrosine kinase Ltk NM_203345 Mm.1740
A_52_P63892 integrin alpha 4 Itgad NM_010576  Mm.33596
A 52 P357177 mi ial tumor supp 1 Mtus1 NM_178902  Mm.149438
A 51 P358243 RIKEN cDNA 2610029101 gene 2610029101Rik AK154853 Mm.87238
A_52_P93910 neuropilin 2 Nrp2 BC057028 Mm.266341
A_52_P368772 NAP028748-1

A 52 P601333 RIKEN cDNA 6230424C14 gene 6230424C14Ril AK078961 Mm.44168
A 51 P316951 expressed sequence BQ952480 BQ952480 AK078889 Mm.374909
A 51 P181595 Speer1-like LOC545732  AK077088 Mm.389066
A 51 P277075 sper le i [« ( Speer3 NM_027650 Mm.158536
A 52 P283868 villin-like vill AJ344341 Mm.83817
A_52_P546074 TC1526069

A_52_P45563 SLAM family member 6 Slamf6é NM_030710  Mm.245727
A 52 P725041 dynein, axonemal, heavy chain 12 Dnahc12 BC048766 Mm.383402
A 51 P494597 cDNA sequence BC013712 BC013712 AK137465 Mm.290912
A_52_P211393 protein tyrosine phosphatase, non-recer Ptpn11 BC059278 Mm.8681

A 52 P277016 interleukin 2 receptor, alpha chain l12ra NM_008367 Mm.915

A 52 P440260 glycoprotein méb Gpm6b AK020224

A 52 P516296 2'-5' oligoadenylate synthetase 3 Oas3 NM_145226  Mm.204887
A 52 P457971 transcriptional regulating factor 1 Trerf1 NM_172622 Mm.260989
A 52 P477286 RAB8B, member RAS oncogene family Rab8b NM_173413  Mm.260376
A_52_P672107 BG080473 Mm.25413
A_51_P210835 ENSMUST000( Mm. 120298
A 52 P201551 neuron navigator 1 Nav1 NM_173437  Mm.34977
A 51 P249180 kallikrein 1-related peptidase b24 Klk1b24 NM_010643  Mm.142722
A 51 P459350 destrin Dstn NM_019771 Mm.28919
A 52 P458177 UbIiE-YGHLA1 fusion protein Ubie AB099518 Mm.268451
A 51 P100174 meiosis-specific nuclear structural prote Mns1 NM_008613  Mm.387671
A_52_P553100 AK040413 Mm.30228
A 51 P181599 similar to spermatogenesis associated g MGC129481 NM 00103791¢ Mm.425228
A_52_P86935 y f Mocos XM_484710  Mm.28252
A 52 P499917 RIKEN cDNA D930046L20 gene D930046L20Ri AK051838 Mm. 134602
A_52_P92472 ENSMUST00000037357

A 51 P140321 ly f: Mocos XM_484710  Mm.28252
A 51 P357758 phospholipase D2 Pld2 NM_008876 ~ Mm.260177
A 52 P630964 tetraspanin 2 Tspan2 NM_027533  Mm.27469
A 52 P184304 dystonin Dst NM_134448  Mm.336625
A 52 P420504 actin, alpha 2, smooth muscle, aorta Acta2 NM_007392 Mm.213025
A 52 P526740 RIKEN cDNA A430093F15 gene A430093F15Ri NM_207529  Mm.34482
A 52 P652316 microtubule-associated protein, RP/EB f: Mapre2 NM_153058  Mm.132237
A 51 P484371 tumor necrosis factor (ligand) superfami Tnfsf8 NM_009403  Mm.4664
A_52_P371129 cycli kinase 5, v su Cdk5r1 NM_009871 Mm. 142275
A 51 P375201 polo-like kinase 3 (Drosophila) Plk3 NM_013807  Mm.259022
A 51 P505617 interleukin 18 receptor 1 n18r1 NM_008365 Mm.253664
A 52 P680667 killer cell lectin-like receptor subfamily B Kirb1f NM_153094  Mm.259262
A 51 P295034 kallikrein 1-related pepidase b4 Klk1b4 NM_010915  Mm.142722
A 51 P312795 potassium inwardly-rectifying channel, s Kcnj8 NM_008428 Mm.1482

A 52 P187820 Rho GTPase activating protein 26 Arhgap26 AKO017029 Mm.329396
A 52 P457967 transcriptional regulating factor 1 Trerf1 NM_172622 Mm.260989

231605
223453
271844
19730
68279
13518
NA
18441
12006
83397
228564
52398
16774
252967
331004
19739
12960
223453
102693
67664
58894
14130
246104
108012
16168
212531
108012
16404
22761
545428
16622
381110
NA
20273
22351
329540
320302
16601
14130
21942
319213
233040
12960
18985
216233
22240
16601
NA
17996
54373
74276
76217
73016
214968
108978
NA
252967
14468
17005
16401
102103
77032
18187
NA
67786
330319
545732
71026
22351
NA
30925
110083
230787
19247
16184
14758
246727
224829
235442
NA

NA
215690
16617
56431
393082
17427
NA
623898
68591
320931
NA
68591
18806
70747
13518
11475
403202
212307
21949
12569
12795
16182
232408
18048
16523
71302
224829

10.6685
13.1995
7.095
12.533
8.852
6.9205
7.7535
6.636
11.2275
12.827
7.225
11.9975
6.8615
7.6435
10.416
7.0745
6.8255
12.026
9.6075
12.6295
9.9565
6.971
9.3085
11.8115
7.0545
7.339
9.729
9.441
15.2325
7.342
7.0435
8.4785
6.907
7.1245
9.858
7.4825
6.899
8.604
6.8215
9.865
7.4095
10.0255
7.3045
13.266
6.876
6.7425
8.003
7.3435
7.139
8.188
7.936
6.9
10.0985
6.9125
7.194
7173
8.6055
6.9235
6.9855
10.7135
7.1215
11.796
9.9305
7.4645
6.8705
7.4305
7.4895
7.0675
9.552
7.153
14.553
6.963
10.296
9.909
7.869
7.139
8.242
9.543
10.314
7.082
7.307
7.5045
7.448
10.4475
7.636
12.696
10.1055
7.3645
8.2875
7.0445
7.346
9.86
9.5865
7.212
7.481
8.424
13.033
9.963
13.2855
11.855
12.9255
13.6925
7.194
7.8565
7.692
8.095
10.9895

10.3025
12.3545
6.4505
12.341
7.847
7.062
7.321
5.689
10.4255
11.976
7.0385
11.0165
5.7625
6.663
9.8285
7.391
5.838
11.2775
8.1915
12.035
9.8685
5.996
9.054
10.683
5.997
7.805
8.5345
9.1035
14.613
6.6405
6.173
7.4765
6.3045
6.176
9.758
7.99
7.2365
8.519
5.851
10.1195
6.737
9.0345
6.193
12.563
6.4505
5.611
7.9455
6.183
7.596
6.726
6.9645
6.302
9.0115
6.052
7.086
6.887
7.375
7.39
6.0085
9.893
5.825
10.766
8.392
7.3615
5.743
6.506
6.5975
6.3125
9.452
5.962
13.889
6.5335
8.6225
9.23
8.7015
6.2615
7.421
8.605
9.293
572
6.396
5.885
6.315
9.2815
6.504
11.331
9.2965
6.547
7.7975
5.9425
6.0875
9.297
8.927
6.167
7.5195
7.433
12.1375
9.0995
12.296
11.3685
12.182
12.163
6.3675
6.4565
7.504
6.849
10.007

9.695
12.2245
6.118
11.551
7.8685
5.9355
6.746
5.624
10.2155
11.8125
6.194
10.9635
5.8255
6.6065
9.374
6.0285
5.7785
10.9715
8.5515
11.568
8.891
5.897
8.2195
10.721
5.96
6.242
8.6305
8.341
14.1305
6.235
5.934
7.3665
5.7925
5.998
8.728
6.3505
5.7645
7.467
5.684
8.725
6.269
8.8835
6.162
12.1125
5.716
5.5825
6.8385
6.1685
5.962
7.0105
6.734
5.6945
8.8885
57
5.9775
5.9385
7.3685
5.6695
5.7305
9.453
5.8555
10.528
8.657
6.1915
5.588
6.1435
6.1935
5.758
8.2295
5.829
13.2255
5.63
8.955
8.562
6.517
5.785
6.8785
8.1755
8.9435
571
5.9345
6.125
6.066
9.059
6.232
11.29
8.6995
5.9545
6.877
5.63
5.9285
8.4415
8.1635
5.7805
6.0375
6.98
11.581
8.481
11.8055
10.3735
11.435
12.198
5.6975
6.3525
6.185
6.5825
9.4775

9.005
11.7955
9.1915
13.1615
7.337
7.8125
6.9795
5.7
9.763
11.4645
9.4905
11.1955
5.8045
6.349
9.0955
9.026
5.9865
10.4805
7.6595
11.1925
11.2715
6.023
8.5585
10.549
6.164
10.392
8.4615
7.1485
14.265
6.278
6.1945
7.811
8.0675
5.869
11.0275
9.5015
8.6405
9.645
5.912
11.7495
6.734
8.8935
6.278
10.4845
8.5415
5.7595
9.008
6.283
8.437
6.616
6.8805
6.039
8.73
6.312
8.2125
8.114
6.966
10.746
5.9505
9.5335
5.6665
11.031
7.7835
8.3475
5.782
6.1255
6.3895
5.979
10.742
6.169
13.669
10.843
7.979
8.816
12.1215
6.1165
7.4595
8.328
9.5685
5.733
5.9545
6.327
6.2725
9.5805
6.4175
11.555
8.4825
6.1775
7.475
5.9435
6.2565
8.9895
8.4995
6.5155
8.546
6.8625
12.17
9.028
12.128
10.058
11.8405
11.9185
6.236
6.518
6.075
6.849
9.6095

1.664
1.404
-2.096
-0.628
1.516
-0.891
0.774
0.937
1.464
1.362
-2.265
0.802
1.058
1.295
1.32
-1.952
0.839
1.546
1.948
1.437
-1.315
0.948
0.75
1.263
0.89
-3.053
1.268
2.292
0.968
1.064
0.849
0.667
-1.161
1.256
-1.169
-2.019
-1.742
-1.041
0.91
-1.885
0.676
1.132
1.027
2781
-1.666
0.984
-1.006
1.061
-1.298
1.572
1.056
0.861
1.369
0.601
-1.019
-0.941
1.639
-3.823
1.035
1.179
1.455
0.766
2147
-0.883
1.089
1.305
1.099
1.089
-1.19
0.984
0.884
-3.88
2317
1.093
-4.253
1.023
0.782
1.215
0.745
1.35
1.352
1.178
1.175
0.867
1.219
1.14
1.623
1.187
0.813
1.101
1.089
0.87
1.087
0.697
-1.065
1.562
0.863
0.935
1.158
1.797
1.085
1.774
0.958
1.339
1.618
1.246
1.38

2.082
1.745
7.301
0.489
0.009
1.344
0.606
3.454
5.292
4.739
6.35
1.097
4.384
3.618
3.883
3.256
0.751
3.734
4.607
0.996
4.36
1.657
0.491
3.074
1.829
8.129
4.292
4.358
2.604
3.134
0.965
0.553
3.632
3.788
2.014
715
1.904
2.464
1.782
1.64
1.721
1.19
3.786
2.988
4.903
3.372
0.237
3.622
3.351
2.246
4.065
1.064
3.084
0.386
2.103
2313
2.168
8.86
1.072
2.345
2173
0.509
3.525
0.012
2232
2433
2777
4.139
3.881
1.737
2213
10.133
8.274
0.255
8.571
2.702
0.261
1.303
0.357
1.484
3.954
4.57
1.146
1.672
0.633
0.418
2471
3.733
0.616
1.379
4.214
1.208
2.81
0.889
1.908
6.106
0.933
1.233
1.882
0.519
0.794
3.341
0.84
5.026
0.346
5.461
2.991



A 51 P221291 syntrophin, basic 2 Sntb2 NM_009229
A 51 P398260 RIKEN cDNA 2900041A09 gene 2900041A09Ril NM_182839
A 52 P449580 folate receptor 4 (delta) Folr4 NM_176807
A 51 P286488 immediate early response 3 ler3 NM_133662
A 51 P458451 in, C1Q and gen domain ¢ Adipoq NM_009605
A 51 P183940 serine/threonine kinase 39, STE20/SPS1 Stk39 NM_016866
A 51 P134452 ial differentiati Edg7 NM_022983
A 52 P980501 hypothetical protein LOC667898 LOC667898  L26640
A 51 P423858 calpain 3 Capn3 NM_007601
A_52_P116120 coronin, actin binding protein 2A Coro2a NM_178893
A 52 P322181 adrenergic receptor, beta 1 Adrb1 AK039569
A_52_P13802 core-binding factor, runt domain, alpha s Cbfa2t3h NM_009824
A 51 P160344 proline-rich polypeptide 6 Prré AK014046
A 52 P596008 zinc finger homeobox 1b Zfhx1b NM_015753
A 51 P162794 granzyme A Gzma NM_010370
A 51 P126198 death-associated kinase 2 Dapk2 NM_010019
A 51 P405659 RIKEN cDNA C330003B14 gene C330003B14Ri NM_175342
A_52_P788260 TC1417120
A 51 P395473 tensin like C1 domain-containing phospt Tenc1 NM_153533
A 51 P143152 leucine zipper protein 1 Luzp1 NM_024452
A 52 P261858 ryanodine receptor 3 Ryr3 XM_619795
A_52_P8922 syntrophin, basic 2 Sntb2 NM_009229
A_52_P21835 ide tri i Entpd1 NM_009848
A 51 P413147 kallikrein 1-related peptidase b3 Klk1b3 NM_008693
A 51 P380750 core-binding factor, runt domain, alpha s Cbfa2t3h NM_009824
A 51 P269792 RAD51-like 1 (S. cerevisiae) Rad5111 NM_009014
A 51 P140710 chemokine (C-C motif) ligand 3 Ccl3 NM_011337
A 51 P156434 RIKEN cDNA 5730438N18 gene 5730438N18Ril NM_027460
A 51 P219074 inhibitor of DNA binding 2 1d2 NM_010496
A 51 P414126 RAB19, member RAS oncogene family Rab19 NM_011226
A 51 P173622 protein tyrosine phosphatase, non-recer Ptpn11 NM_011202
A 52 P174386 calcium regulated heat stable protein 1 Carhsp1 NM_025821
A 51 P335460 scinderin Scin NM_009132
A_51_P118945 interleukin 2 receptor, alpha chain I12ra AF054581
A 52 P460545 runt related transcription factor 2 Runx2 NM_009820
A 52 P146719 leucine rich repeat protein 3, neuronal Lrrn3 NM_010733
A 51 P177242 unc-13 homolog B (C. elegans) Unc13b AK122422
A 51 P109050 progestin and adipoQ receptor family me Paqr4 NM_023824
A 51 P393654 RIKEN cDNA D430039N05 gene D430039NO5Ri NM_175514
A 51 P509971 in qy domain Plekho1 NM_023320
A 52 P359621 leucine zipper protein 1 Luzp1 NM_024452
A 51 P406346 membrane associated guanylate kinase, Magi1 NM_010367
A 51 P226453 acyl-CoA thioesterase 11 Acot11 NM_025590
A 51 P229536 NAD(P)H dehydrogenase, quinone 2 Ngo2 NM_020282
A 52 P652950 RAR-related orphan receptor alpha Rora AK087905
A 51 P438149 microtubule-associated protein, RP/EB f: Mapre2 NM_153058
A 51 P500002 sema domain, tr -ane domain (1 NM_172537
A_52_P114905 RIKEN cDNA 6330512M04 gene 6330512M04Ri BC049666
A 52 P417846 TBK1 binding protein 1 Tbkbp1 NM_198100
A 52 P614253 my irus (i virus) 1 Mx1 NM_010846
A 51 P279197 ataxin 1 Atxn1 NM_009124
A 51 P135944 stefin A2 Stfa2 M92418
A 52 P653654 ATPase, Na+/K+ transporting, alpha 3 po Atp1a3 NM_144921
A 51 P155503 kallikrein 1-related peptidase b8 Klk1b8 NM_008457
A_52_P11766 Wolf-t n syndrome 1(Whsc1 BC079668
A 51 P165244 guanylate nucleotide binding protein 4 Gbp4 NM_018734
A_51_P356871 NAP057003-1
A 51 P220813 guanine nucleotide binding protein (G pr Gng2 NM_010315
A 52 P263518 guanine nucleotide binding protein (G pr Gng2 NM_010315
A 51 P507333 potassium voltage gated channel, Shaw- Kenc2 NM 00102558
A 52 P380895 ecotropic viral integration site 2a Evi2a NM_010161
A 52 P381784 Wolf-Hi n syndrome 1(Whsc1 XM_898331
A_52_P176659 V00829
A 51 P108978 myeloi i differ marke Myadm NM_016969
A 52 P240542 inhibitor of DNA binding 2 1d2 NM_010496
A 51 P220135 nuclear factor of activated T-cells, cytopl Nfatc1 NM_016791
A 52 P114026 Scl/Tal1 interrupting locus Stil AK041653
A 52 P545132 potassium voltage gated channel, Shaw- Kcnc2 NM 00102558
A 51 P285298 crystallin, beta A4 Cryba4 NM_021351
A 52 P137442 RIKEN cDNA B930046C15 gene B930046C15Ri BC080297
A 51 P402378 ADP-ribosylation factor 4-like Arfl4 NM_025404
A 51 P450829 solute carrier family 6 (neurotransmitter Sic6a8 NM_133987
A_52_P42245 Killer cell lectin-like receptor subfamily B Kirb1a NM_010737
A 51 P323248 syndecan 4 Sdc4 NM_011521
A 51 P246924 RIKEN cDNA 2700055K07 gene 2700055K07Ril NM_026481
A_52_P47518 i Itag L ty Cacnald NM_028981
51 P313157 Rho guanine nucleotide exchange factor Arhgef5 XM_979233
52 P272778 killer cell lectin-like receptor subfamily K Kirk1 NM_033078

51 P240501 RIKEN cDNA 4930583H14 gene
52 P650259 NADPH oxidase activator 1

52 P205695 methyltransferase like 7A

51 P368171 expressed sequence AU020206

52 P529360 RAB11 family interacting protein 5 (class Rab11fip5

_51_P115462 sper I
51 P300434 dystonin
51 P166023 huntingtin interacting protein 1
52 P195235 RIKEN cDNA 4930555G01 gene
52 P507578 SLAM family member 6
_52_P68419 Rho GTPase activating protein 26
51 P260683 regulator of G-protein signaling 1
51 P238354 pleckstrin
52 P218930 RIKEN cDNA D830030K20 gene
52 P260145 similar to C: in (S100 calci

NM 00100395¢

_52_P623211 RIKEN cDNA 2610301F02 gene
51 P474431 cell d
52 P498241 cycli kinase i
52 P280668 RIKEN cDNA 1700001E04 gene

_52_P103628
51 P163444 calcium regulated heat stable protein 1

_51_P119932 Rho GTPase activating protein 26

52 P181533 RIKEN cDNA 1700001E04 gene
52 P229536 CD44 antigen

A 51 P271614 plastin 3 (T-isoform)
A_52_P14453 ataxin 1

>>>>>>P>>P>>>>P>>>P>>>P>>>P>>>>

A_52_P51024 guanine nucleotide binding protein, alph Gna15

A 51 P314397 cysteine rich protein 2

ion cycle 25 homolog B (S. cere Cdc25b

51 P155643 $100 calcium binding protein A11 (calizz S100a11

4930583H14Ril NM_026358
Noxa1 NM_172204
Mettl7a NM_027334
AU020206 AK049415
( Speer6-ps1  AK006638
Dst NM_133833
Hip1 NM_146001
4930555G01Ri NM_175393
Slamf6 NM_030710
Arhgap26  NM_175164
Rgs1 NM_015811
Plek NM_019549
D830030K20Ri NM_177135
bind LOC670046  XM_978721
2610301F02Ril AK053175
NM_023117
2B (p1 Cdkn2b NM_007670

1700001E04Ril NM_029288
NAP103812-1

Carhsp1 NM_025821
Arhgap26 NM_175164

NM_016740
1700001E04Ril NM_029288
Cd44 NM_009851
Plis3 NM_145629
Atxn1 NM_009124

NM_010304
Crip2 NM_024223

Mm.30228
Mm.39752
Mm.86738
Mm.25613
Mm.3969
Mm.198414
Mm.155520
Mm.389054
Mm.38851
Mm.384420
Mm.399609
Mm.194339
Mm.390409
Mm.259595
Mm.15510
Mm.335252
Mm.294083

Mm.29389
Mm.92659
Mm.246589
Mm.30228
Mm.2824
Mm.142722
Mm.194339
Mm.341756
Mm.1282
Mm.41877
Mm.34871
Mm.123866
Mm.8681
Mm.142095
Mm.2416
Mm.915
Mm.4509
Mm.39913
Mm.128892
Mm.274942
Mm.330351
Mm.29475
Mm.92659
Mm.217216
Mm.274924
Mm.264036
Mm.393686
Mm.132237
Mm.330536
Mm.154486
Mm.27882
Mm.33996
Mm.342686
Mm.359610
Mm.44101
Mm.425457
Mm.19892
Mm.45740

Mm.41737
Mm.41737
Mm.336242
Mm.164948
Mm.19892

Mm.29874
Mm.34871
Mm.329560

Mm.336242
Mm.40324
Mm.360540
Mm.266840
Mm.274553
Mm.16729
Mm.3815
Mm.29358
Mm.9772
Mm.320978
Mm.8217
Mm.220334
Mm.273339
Mm.218774
Mm.220975
Mm.200422
Mm.335891
Mm.336625
Mm.280805
Mm.396152
Mm.245727
Mm.329396
Mm.103701
Mm.98232
Mm.390666

Mm.26579
Mm.38444
Mm.423094
Mm.368224

Mm.142095
Mm.329396
Mm.280038
Mm.368224
Mm.330428
Mm.28777
Mm.342686
Mm.1546
Mm.133825

20650
72948
64931
15937
11450
53416
65086
667898
12335
107684
11554
12398
73139
24136
14938
13143
105594
NA
209039
269593
20192
20650
12495
18050
12398
19363
20302
70556
15902
19331
19247
52502
20259
16184
12393
16981
22249
76498
241520
67220
269593
14924
329910
18105
19883
212307
214968
320802
73174
17857
20238
20862
232975
16624
107823
55932
NA
14702
14702
268345
14017
107823
NA
50918
15902
18018
20460
268345
12959
544998
66182
102857
17057
20971
67971
12289
54324
27007
52055
67749
241275
70152
101757
73266
13518
215114
108978
30925
71302
50778
56193
320333
670046
545428
12531
12579
75438
NA
52502
71302
20195
75438
12505
102866
20238
14676
68337

9.888
7.687
10.4685
7.599
8.091
12.668
7.26
7.331
9.7495
7.73
7.1655
8.2805
11.356
7.467
7.895
7.318
7.2795
10.7305
7.657
9.311
7.8265
11.472
73
8.4245
9.303
7.849
7.8005
9.2095
13.6595
13.9175
15.6935
8.4315
7.6685
8.3565
7.435
7.293
7.6995
10.736
7.5825
14.379
9.2025
7.611
10.801
11.411
7.794
12.5845
7.7805
9.8395
7.788
7.897
8.85
7.5395
9.059
8.601
11.158
12.6715
11.524
12.1455
13.7485
7.6725
12.7905
10.8905
8.1195
7.651
14.6055
12.547
7.7935
7.5585
8.1295
8.699
10.863
8.2385
7.9565
8.2265
8.205
7.7015
8.769
7.533
9.8145
8.9665
7.763
9.7255
16.57
7.7805
9.001
7.929
9.82
13.308
10.2675
12.898
8.7105
8.7395
12.9455
9.376
14.418
8.126
8.87
14.7795
10.975
9.9635
13.2295
9.357
14.367
9.337
10.4595
10.5585
12.086

9.1025
6.5265
10.4415
6.314
7.468
11.7345
6.193
5.6865
9.088
8.297
5.867
6.9675
9.855
6.5345
6.712
6.611
5.6865
9.948
6.5355
8.054
7.1975
10.391
6.926
7.1545
7.7405
7.2955
6.872
8.294
12.055
12.92
14.7725
7.1035
6.963
9.2635
6.3415
6.308
6.3595
9.2345
6.434
13.879
8.0275
8.17
9.7645
9.4365
6.824
11.4935
6.495
8.124
6.4295
6.7235
7.678
5.8325
9.2935
6.99
9.9925
12.103
10.1515
10.695
12.386
5.998
11.391
9.7615
6.558
5.9385
12.922
11.7805
6.0205
5.9135
6.393
8.9075
8.6285
7.462
6.995
9.1635
6.2375
6.152
9.1295
5.6955
8.416
7.6575
8.5855
8.164
15.644
6.5995
9.299
6.863
9.74
12.1235
8.655
12.715
7.2825
8.4665
11.5645
7.967
13.013
6.604
8.8645
13.494
9.47
8.498
11.874
9.211
12.9085
7.5495
9.342
8.722
10.1685

8.373
6.17
8.95

6.0615
6.5445
11.112
57
5.7425
8.1515
6.1315
5.566
6.6805
9.7545
5.862
6.2885
5.6975
5.658
9.104
6.0305
7.682
6.1875
9.8315
5.658
6.772
7.6505
6.1945
6.1365
7.5415

11.978

12.22

13.991

6.7185

5.949

6.624

5.692
5.55

5.9285
8.9505
5.7925
12.578
7.396
5.8035
8.9925
9.5895
5.971
10.7595
5.955
8.0065
5.9385
6.0305
6.9815
5.646
7.1655
6.7055
9.2625
10.7715
9.624
10.2435
11.8405
5.758
10.8755
8.9735
6.191
5.7195
12.668
10.6065
5.849
5.6095
6.179
6.7435
8.8955
6.2635
5.9785
6.245
6.222
5.7135
6.7755
5.5295

7.801

6.928
5.72

7.642

14.4805
5.691
6.908

5.8365
7.724
11.207
8.149
10.774
6.584
6.6
10.8035
7.2195
12.2485
5.9565
6.6905
12.5345
8.7285

7.703

10.9685

7.0545
12.058
7.009
8.089
8.1885
9.714

8.444
6.4675
11.376

6.179

7.092

11.7935
6.0265
5.6155

11.3025

9.764

5.896
6.3625

9.877
6.5315
6.9065

6.29

5.7225
9.8965

6.592

7.836

7.023
9.9235
8.1955

7.265

6.841
9.3235
6.6725

8.478

11.3885

12.8755

14.3355
7.2465
9.6135

12.523
6.7875

6.063

6.596

9.367
6.2585
12.686

7.958
10.089
9.7605

9.628
7.0965

11.6715

6.904

6.776

6.427

6.571
7.8025
6.4495

7.098

6.954
10.255
14.243

10.2855
10.979

12.5385
5.9475
10.482
9.8795
6.4815
6.8455
12.444

11.5225
7.1705

5.891
6.307

10.2915

8.225
7.0185
6.5765
11.231
6.7885
6.1165

10.6485
5.9115

8.359
7.9265
9.959
8.048

15.6125
6.2415

10.4505
7.109

11.2295

11.7735
8.7945
14.869

7.227

9.796
11.3175
7.33
12.799
6.66
10.4395
13.1665

9.416
8.6405
11.671
10.646
13.335
8.027
9.401
9.292

10.5065

1.443
1.219
-0.908
1.419
0.999
0.875
1.234
1.716
-1.554
-2.033
1.27
1.918
1.479
0.936
0.988
1.028
1.557
0.834
1.065
1.475
0.804
1.549
-0.895
1.16
2.462
-1.475
1.128
0.731
2271
1.042
1.358
1.186
-1.945
-4.166
0.648
1.23
1.103
1.37
1.324
1.693
1.245
-2.478
1.04
1.783
0.697
0.913
0.876
3.063
1.361
1.326
1.047
1.09
1.962
1.647
0.903
-1.572
1.239
1.166
1.21
1.725
2.309
1.011
1.638
0.806
2.161
1.025
0.623
1.667
1.822
-1.592
2.638
1.22
1.38
-3.004
1.417
1.585
-1.879
1.621
1.456
1.04
-2.196
1.677
0.957
1.539
-1.45
0.82
-1.409
1.535
1.473
-1.971
1.484
-1.056
1.628
2.046
1.619
1.466
-1.57
1.613
1.559
1.323
1.559
-1.289
1.032
1.31
1.058
1.267
1.579

0.964
2.645
1.976
5.756
2707
1.719
4.334
4.453
0.658
5.864
0.722
1.168
2.663
3.384
1.213
4.272
1.115
0.248
1.038
3.991
0.686
5.162
0.866
3.966
1.069
0.983
1.622
0.672
5.498
3.539
4.019
3.152
1.938
10.185
0.019
4.405
1.629
2127
6.163
0.117
3.544
5.704
0.83
3.366
0.779
0.523
2.53
9.644
1.085
3.138
1.552
0.426
2618
7.003
1.491
3.511
2.593
2.162
2.032
5415
7.282
3.301
5.841
2.669
8.788
1.584
0.328
4.506
8.048
3.33
4.252
3.145
2.367
8.205
3.651
6.358
2.885
6.37
1.324
0.195
3.511
4.802
1.809
6.973
3.093
0.405
1.65
6.48
0.621
2.26
0.553
1.586
0.502
5.423
4.432
4.509
4.169
1.214
2.818
2.184
0.664
4.633
2247
0.666
2783
0.637
2.357
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52
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A 52 P612382 cell di on cvcle 25 homoloq B (S. cere Cdc25b NM_023117
_P6119 v differ ion marke Myadm NM_016969
P281033 coronin, actin binding protein 2A Coro2a NM_178893
P523459 CD44 antigen Cd44 NM_009851
P340174 RIKEN cDNA 9930021J17 gene 9930021J17Ril NM_172682
P409746 serine (or cysteine) peptidase inhibitor, ¢ Serpinc1 NM_080844
P471362 cDNA sequence BC038613 BC038613 NM_153784
P238357 pleckstrin Plek NM_019549
P355751 hypothetical protein LOC544988 LOC544988 NM 00102471:
_P114222 interleukin 2 n2 NM_008366
P395877 chemokine (C-C motif) receptor 10 Ccr10 AK090044
P172266 interleukin 9 receptor nor NM_008374
P196997 sterol O-acyltransferase 2 Soat2 NM_146064
P394394 tetraspanin 2 Tspan2 NM_027533
P406466 ankyrin repeat domain 35 Ankrd35 XM_143418
P333460 RIKEN cDNA 5430427019 gene 5430427019Ri AK155591
P597277 NAP102624-1
P633300 microrchidia 1 Morc1 NM_010816
P422839 i acid- Smpdi3b NM_133888
P509573 chemokine (C-C motif) ligand 4 Ccl4 NM_013652
P30328 transmembrane protein 163 Tmem163 NM_028135
P416647 epidermal growth factor binding protein Egfbp2 NM_010115
_P327511 fibrinogen-like protein 2 Fgl2 NM_008013
_P189451 ENSMUST000(
P208922 stanniocalcin 2 Stc2 NM_011491
P298112 nebulette Nebl AKO077332
P446431 my us (i virus) i 1 Mx1 NM_010846
P444447 CCAAT/enhancer binding protein (C/EBP Cebpd NM_007679
P291428 RIKEN cDNA 1700001E04 gene 1700001E04Ril NM_029288
P113348 hypothetlcal proteln LOC675467 LOC675467 XM_982330
P605812 idyl-tRl v 1 g (S. ¢ Ptrh1 NM_178595
P160057 RIKEN cDNA 2610042L04 gene 2610042L04Ril BC096548
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P663704 RIKEN cDNA 5832418A03 gene 5832418A03Ri NM 00101338«
P21459 RIKEN cDNA 1810009M01 gene 1810009M01Ri NM_023056
P354804 cask-interacting protein 2 Caskin2 NM_080643
P401987 transmembrane protein 37 Tmem37 NM_019432
P489522 cy i prote Ctla2b AK150917
P603540 RIKEN cDNA 4930555G01 gene 4930555G01Ri NM_175393
P187262 matrix metallopeptidase 25 Mmp25 NM 00103333¢
P456702 hypothetical protein LOC554327 LOC554327  AK045162
P421457 RIKEN cDNA 8030451A03 gene 8030451A03Ril AK005815
P140237 four and a half LIM domains 2 Fhi2 NM_010212
P386075 RIKEN cDNA 2610042L04 gene 2610042L04Ril AK084071
P498772 RIKEN cDNA 1700019D03 gene 1700019D03Ri NM_144953
P266132 fibrinogen-like protein 2 Fgl2 NM_008013
P418725 in qy domain ining, Plekhf1 NM_024413
P607060 nebulette Nebl AK042301
P384894 stefin A1 Stfa1 NM 00100133z
P268331 ring flnger protein 128 Rnf128 NM_023270
P180747 cy T i prote Ctla2a NM_007796
P160439 cDNA sequence BC043118 BC043118 NM_174848
P1196772 AKO087259
P342836 RIKEN cDNA 2610042L04 gene 2610042L04Ril NM 00102471¢
P143976 interleukin 17 receptor C M7rc NM_134159
P461368 synaptotagmin-like 3 Syti3 NM_183367
P173453 hypothetical protein LOC673676 LOC673676 XM 00100610¢
P28651 poli us receptor-related 1 Pvri1 NM_021424
P337101 ring finger protein 43 Rnf43 NM_172448
P481418 Rho GTPase activating protein 21 Arhgap21 BC076629
P423709 expressed sequence AW125753 AW125753 NM_029007
P173692 leucine rich repeat neuronal 6D Lrrnéd NM_177250
P330245 myosin llIB Myo3b AKO033795
P251213 i It: L ty Cacnald BC058783
P476687 killer cell lectin-like receptor subfamily B Kirb1c NM_008527
P402394 transmembrane protein 121 Tmem121 NM_153776
P477779 RAR-related orphan receptor alpha Rora NM_013646
P39756 GTPase activating RANGAP d in-like Garnl4 NM 00101504¢
P652442 RAR-related orphan receptor alpha Rora NM_013646
_P110640 kallikrein 1-related peptidase b11 Klk1b11 NM_010640
P327176 PDZ domain containing RING finger 3  Pdzrn3 NM_018884
P387009 EGL nine homolog 3 (C. elegans) Egin3 NM_028133
P472120 transmembrane protease, serine 13 Tmprss13 NM 00101337¢
P255657 RIKEN cDNA 2210011C24 gene 2210011C24Ril XM_985599
P431433 transmembrane protein 2 Tmem2 NM_031997
P478444 BC006942
P300786 iral IAP repeat: ining 1e Bircle NM_010870
P625912 killer cell Iectln-llke receptor subfamllv B Kirb1f NM_181064
P504337 tril Entpd1 NM_009848
P221753 kallikrein 1-related peptidase b9 Klk1b9 NM_010116
P303749 DEP domain containing 1B Depdc1b NM_178683
P401096 forkhead box P3 Foxp3 NM_054039
P343598 RIKEN cDNA 1500009L16 gene 1500009L16Ril AK012407
P547662 purinergic receptor P2Y, G-protein coupl P2ry1 NM_008772
P124748 transforming growth factor, beta 3 Tgfb3 NM_009368
P979844 AK034548
P413398 zinc finger pmteln subfamily 1A, 2 (Helic Zfpn1a2 NM_011770
_P112627 ST6 (alpha-N vl i 2,3-beta- NM_009180
P498293 expressed sequence AW125753 AW125753 NM_029007
P514352 potasslum channel, subfamily K, membe Kcnk5 NM_021542
P184548 cy T i prote Ctla4 NM_009843
P416074 ryanodine receptor 1, skeletal muscle  Ryr1 NM_009109
P502225 solute carrier family 22 (organic cation tr Slc22a4 NM_019687
P334562 vitamin D receptor Vdr NM_009504
P333414 RIKEN cDNA A730095J18 gene A730095J18Ril AK043438
P484111 matrilin 2 Matn2 NM_016762
P391110 ryanodine receptor 1, skeletal muscle  Ryr1 NM_009109
P297799 GTPase activating RANGAP d in-like Garnl4 NM 00101504¢
P382325 AHNAK nucleoprotein (desmoyokin) Ahnak NM 00103995¢
_P224311 popeye domain containing 2 Popdc2 NM_022318
P258894 carbohydrate sulfotransferase 2 Chst2 NM_018763
P199354 laminin, gamma 1 Lamc1 NM_010683
P358722 LanC i (Lancl3 NM_173414
P237865 interleukin 4 n4 NM_021283
P517098 interleukin 18 receptor accessory proteir ll18rap NM_010553
P231729 histocompatibility 2, Q region locus 1 H2-Q1 U96752
P123676 synaptopodln Synpo AK154958
P257625 Il-specific 1 Esm1 NM_023612

Mm.38444
Mm.29874
Mm.384420
Mm.330428
Mm.156633
Mm.260770
Mm.59997
Mm.98232
Mm.321089
Mm.14190
Mm.103813
Mm.384
Mm.358862
Mm.27469
Mm.39732
Mm.185296

Mm.250060
Mm.287187
Mm.244263
Mm.281287
Mm.5193
Mm.292100
Mm.8217
Mm.32506
Mm.120298
Mm.33996
Mm.347407
Mm.368224

Mm.268037
Mm.321089
Mm.334654
Mm.28385
Mm.383737
Mm.24750
Mm.30144
Mm.396152
Mm.235343
Mm.379833
Mm.373659
Mm.6799
Mm.425845
Mm.236287
Mm.292100
Mm.333798
Mm.256298
Mm.425966
Mm.27764
Mm.30144
Mm.246424
Mm.238343
Mm.425856
Mm.213397
Mm.359159
Mm.425853
Mm.335096
Mm.342009
Mm.28507
Mm.227253
Mm.213001
Mm.99648
Mm.9772
Mm.6180
Mm.313244
Mm.267116
Mm.425690
Mm.267116
Mm.5193
Mm.321654
Mm.133037
Mm.234192
Mm.41017
Mm.329776
Mm.33496
Mm.290476
Mm.259262
Mm.2824
Mm.5193
Mm.32318
Mm.182291
Mm.271188
Mm.281452
Mm.3992

Mm.106343
Mm.3947
Mm.227253
Mm.68998
Mm.390
Mm.226037
Mm.274590
Mm.245084
Mm.106343
Mm.3511
Mm.226037
Mm.425690
Mm.203866
Mm.390856
Mm.212446
Mm.1249
Mm.245119
Mm.276360
Mm.20466
Mm.33263
Mm.252321
Mm.38929

12531
50918
107684
12505
229488
11905
212733
56193
544988
16183
12777
16199
223920
70747
213121
71398
NA
17450
100340
20303
72160
13647
14190
NA
20856
74103
17857
12609
75438
675467
329384
545015
244550
65963
140721
170706
13025
108978
240047
554327
68103
14200
545015
67080
14190
72287
74103
20861
66889
13024
224273
NA
545015
171095
83672
673676
58235
207742
71435
105005
320747
329421
12289
17059
69195
19883
380711
19883
16613
55983
112407
214531
70134
83921
NA
17951
232408
12495
13648
218581
20371
69784
18441
21809
NA
22779
20446
105005
16529
12477
20190
30805
22337
319462
17181
20190
380711
66395
64082
54371
226519
236285
16189
16174
15006
104027
71690

14.277
8.282
9.978

12.135

7.9165

8.9015
8.171

9.39
12.6915
8.498
8.309
8.082

8.3825

9.2905

8.6875

8.3595
9.779

8.1995

8.4885

9.0665
8.135

8.9295

8.2655
8.458
8.191
9.103
9.499

8.5855

10.548

11.4115
12.577
10.273

13.4035

10.509

10.479

9.6315

11.704
11.59

8.4055

9.2775

8.63

11.007

12.679

9.6975

9.1645
9.011

9.5425
9.068
9.498
12.86

11.1755
9.5075
12.519

10.2465

10.304
10.731

9.9165
13.373

9.5315

8.6145

9.0335
8.845

9.2395
9.768

9.8605

11.6955
9.446
12.0865
8.743
8.9265
10.4235
9.995
9.3875
10.2235

9.5935

9.874
9.95
9.262
9.68
10.67
9.677
9.132
9.194
10.9075

12.314
9.609
9.538

9.2435
9.415
10.694
9.557
9.316

10.0885

9.5615

9.6535

9.4165
10.547
10.442
10.131
9.612

10.1905
9.473
10.0775
10.08
11.559
10.5205
9.835

12.8255
6.1
10.319
10.51
8.213
7.5305
5.8775
7.8285
12.473
6.5245
5.837
6.233
6.6525
7.843
6.4725
6.5095
9.595
6.563
7.1645
8.4905
5.939
7.249
7.9585
5.9695
6.872
7.7105
8.0555
7.25
10.3535
11.5355
10.634
10.1405
12.32
7.789
9.263
7.509
10.005
11.464
5.798
9.214
6.6655
9.0915
12.7265
8.012
8.9965
6.5595
7.3225
6.652
8.1625
11.1065
9.47
7.9605
12.4445
7.082
7.958
10.6195
8.9825
12.578
7.688
6.5555
6.4645
8.6435
6.9375
8.807
7.44
10.1985
6.879
10.599
5.802
6.426
8.945
8.0385
7.1835
8.989
8.8385
9.6145
8.5415
8.5265
7.185
7.398
10.4485
6.2
6.054
9.3775
10.448
9.6395
6.1355
6.927
7.669
10.8705
6.8115
5.924
7.939
9.5415
9.7095
6.6355
7.732
8.529
7.5835
7.7695
9.941
7.105
8.9565
7.458
10.9285
9.2345
7.851

11.899
5.895
7.5775
9.735
5.5135
6.4965
5.7645
6.9815
10.282
6.089
5.8995
5.6665
5.9505
6.8535
6.2425
5.902
7.3065
571
5.997
6.5635
5.6175
6.406
5.7355
5.9285
5.6045
6.4945
6.8795
5.959
7.9055
8.747
9.9095
7.5995
10.7245
7.8215
7.7675
6.9185
8.9835
8.867
5.6695
6.503
5.831
8.1995
9.859
6.8715
6.3095
6.113
6.641
6.165
6.5735
9.9335
8.245
6.5445
9.5535
7.2495
7.298
7.719
6.8865
10.3035
6.4555
5.5245
5.9315
5.7295
6.1185
6.6315
6.692
8.5185
6.2645
8.89
5.532
5.6885
7.166
6.732
6.118
6.919
6.2845
6.5075
6.5725
5.881
6.276
7.2595
6.266
5.682
5731
7.432
8.804
6.0865
5.971
5.652
5.7775
7.0555
5.902
5.6585
6.4105
5.8795
5.9635
5.7225
6.768
6.6495
6.3355
5.7515
6.3075
5.566
6.134
6.107
7.5575
6.421
5.7175

12.7085
7.2565
12.3355
10.986
9.912
10.115
6.277
7.738
14.102
6.26
6.236
6.419
6.9395
8.367
6.0725
7.0585
11.163
6.652
6.9125
7.999
6.4445
7.1355
9.3745
6.355
6.754
7.0935
7.897
6.423
11.97
13.2195
10.0975
11.8245
11.982
8.5835
9.165
7.872
10.4345
13.014
6.677
10.6865
6.4055
9.1725
14.332
8.069
10.471
7.0845
7.0245
7.683
7.8675
11.523
9.698
8.0675
14.194
7.2925
73
12.383
8.499
12.4855
8.2535
6.0975
7.266
10.8215
6.9165
7.7545
7.6465
10.642
7.372
11.065
5.922
6.782
8.6115
8.236
7.375
8.973
6.2365
11.6985
8.2355
10.2235
7.367
9.1885
12.48
7.8245
5.966
7.058
10.4435
10.684
6.4765
6.352
8.3185
12.243
6.031
5.814
7.255
10.8045
11.527
5.9685
8.0235
9.1205
7.9005
8.364
11.5745
6.459
6.538
8.0165
8.833
9.531
6.4885

1.569
1.026
-2.357
1.149
-1.996
-1.214
1.894
1.652
-1.411
2.238
2.073
1.663
1.443
0.923
2.615
1.301
-1.384
1.548
1.576
1.067
1.691
1.794
-1.109
2103
1.437
2.009
1.602
2163
-1.422
-1.808
2.48
-1.552
1.422
1.925
1.314
1.759
1.27
-1.424
1.728
-1.409
2.225
1.834
-1.653
1.628
-1.306
1.927
2.517
1.385
1.63
1.337
1.478
1.44
-1.675
2.954
3.004
-1.652
1.418
0.888
1.278
2.517
1.768
-1.977
2.323
2.014
2.214
1.053
2.074
1.021
2.821
2144
1.812
1.759
2.012
1.251
3.357
-1.825
1.715
-0.962
2.314
1.481
-2.803
1.308
3.227
3.85
1.871
-1.075
3.062
2.892
1.097
-1.549
3.526
3.502
2.833
-1.243
-1.874
3.448
2.524
1.322
2.23
1.248
-1.384
3.014
3.539
2.063
2.726
0.989
3.347

5.176
3.455
3.515
3.687
0.652
0.102
4.139
2457
1.815
6.172
8.111
5.072
3.233
1.091
9.067
4.129
2131
4.878
3.44
0.394
1.656
2.986
3.436
7.497
0.256
4173
3.102
1.024
1.456
1.831
0.49
5.655
1.152
1.051
2.466
1.249
1.72
2.366
0.589
0.659
4.998
3.901
2.382
4.215
4.13
7.861
6.625
1.207
1.093
0.731
2437
2.504
4.611
2.568
4.906
2.404
3.353
2783
1.754
1.851
2.641
5.756
4.522
4.354
1.754
2.892
7.683
1.529
4.336
6.331
1.145
6.309
3.491
0.708
5.545
2.339
3.048
0.105
578
0.328
6.789
0.137
7.441
9.55
2.549
1.74
3.702
1.412
1.691
4.465
5.036
10.259
2.622
1.952
1.583
5.566
7.939
1.273
0.423
0.135
2.662
7.61
1.503
6.414
2.638
0.78
2.832



A 52 P330395 FERM, RhoGEF (Arhgef) and pleckstrin ¢ Farp1 NM_134082
A_52_P268911 zinc finger protein, subfamily 1A, 2 (Helic Zfpn1a2 BC050049

A 51 P166556 granzyme K Gzmk NM_008196
A 51 P142861 caspase 1 Casp1 NM_009807
A 51 P228792 in ay domain ining, Plekhh3 NM_146030
A 51 P107362 supp! of cytokine signaling 2 Socs2 NM_007706
A_51_P119771 interleukin 17 receptor E M7re NM_145826
A 51 P332939 FERM, RhoGEF (Arhgef) and pleckstrin ¢ Farp1 NM_134082
A 52 P415319 runt related transcription factor 2 Runx2 NM_009820
A 52 P242020 RIKEN cDNA C030034L19 gene C030034L19Ri AK030949

A 51 P225793 RIKEN cDNA 2600010E01 gene 2600010E01Ril NM_175181
A 51 P101929 lectin, galactose binding, soluble 3 Lgals3 NM_010705
A 51 P504815 stefin A3 Stfa3 NM_025288
A 51 P356045 BAl1-associated protein 3 Baiap3 AK122358

A 51 P286527 integrin beta 1 (fibronectin receptor beta Itgb1 NM_010578
A 52 P351816 integrin beta 1 (fibronectin receptor beta Itgb1 NM_010578
A 51 P419656 kallikrein 1-related peptidase b27 Klk1b27 NM_020268
A 52 P443435 RIKEN cDNA B930095G15 gene B930095G15Ri AK084997

A 51 P230942 runt related transcription factor 2 Runx2 NM_009820
A 51 P479786 smoothelin Smtn NM_013870
A 51 P224534 AHNAK nucleoprotein (desmoyokin) Ahnak NM_009643
A 52 P120037 epithelial membrane protein 1 Emp1 NM_010128
A_51_P168115 interleukin 21 n21 NM_021782
A 51 P352076 integrin, alpha E, epithelial-associated Itgae NM_008399
A 51 P392303 leucine rich repeat protein 3, neuronal Lrrn3 NM_010733
A 51 P283590 annexin A1 Anxal NM_010730
A_52_P62037 annexin A2 Anxa2 NM_007585
A 51 P165342 annexin A2 Anxa2 NM_007585
A 51 P256983 killer cell lectin-like receptor subfamily C Kirg1 NM_016970
A_51_P381139 RIKEN cDNA 5830411N06 gene 5830411NO6Ril AK030813

A 51 P412027 chemokine (C-X-C motif) receptor 6 Cxcré NM_030712
A 52 P281941 zinc finger, DHHC domain containing 2 Zdhhc2 NM_178395
A 51 P358765 secreted phosphoprotein 1 Spp1 NM_009263
A 51 P448140 CD22 antigen Cd22 NM_009845
A 51 P485312 chemokine (C-C motif) ligand 5 Ccl5 NM_013653
A 51 P208240 tumor necrosis factor (ligand) superfami Tnfsf14 NM_019418
A 52 P638459 chemokine (C-C motif) ligand 5 Ccl5 BC033508

A 51 P284476 glycoprotein méb Gpm6b NM_023122
A 51 P499195 natural killer cell group 7 sequence Nkg7 NM_024253
A_52_P24447 natural killer cell group 7 sequence Nkg7 NM_024253
A 51 P503004 copine VII Cpne7 NM_170684
A 51 P501364 T-box 21 Thx21 NM_019507
A 51 P415369 zinc finger and BTB domain containing 3 Zbtb32 NM_021397
A 51 P392950 sclerostin domain containing 1 Sostdc1 NM_025312
A_52_P113190 myosin IF Myo1f NM_053214
A 51 P220976 interferon gamma Ifng NM_008337
A 51 P281089 $100 calcium binding protein A6 (calcycl S100a6 NM_011313
A_52_P68893 interferon gamma Ifng NM_008337
A 51 P319022 chemokine (C-X-C motif) receptor 3 Cxcr3 NM_009910

Mm.223980
Mm.106343
Mm.56993
Mm.1051
Mm.273254
Mm.4132
Mm.131781
Mm.223980
Mm.4509
Mm.402217
Mm.24138
Mm.248615
Mm.136573
Mm.328859
Mm.263396
Mm.263396
Mm.5193
Mm.101449
Mm.4509
Mm.188516
Mm.203866
Mm.182785
Mm.157689
Mm.96
Mm.39913
Mm.248360
Mm.238343
Mm.238343
Mm.20434
Mm.85125
Mm.124289
Mm.34326
Mm.288474
Mm.260994
Mm.284248
Mm.19131
Mm.284248
Mm.222320
Mm.34613
Mm.34613
Mm.36434
Mm.94519
Mm.116789
Mm.43375
Mm.42019
Mm.240327
Mm.100144
Mm.240327
Mm.12876

223254
22779
14945
12362
217198
216233
57890
223254
12393
320088
72446
16854
20863
545192
16412
16412
16619
320268
12393
29856
66395
13730
60505
16407
16981
16952
12306
12306
50928
244234
80901
70546
20750
12483
20304
50930
20304
14758
72310
72310
102278
57765
58206
66042
17916
15978
20200
15978
12766

11.2435
11.0625
10.104
14.296
10.661
10.7675
10.722
11.341
10.3965
10.0055
11.55
11.566
10.429
12.312
13.661
12.356
10.2235
11.016
11.0165
10.9415
13.7955
10.6925
10.7915
11.6855
10.8215
11.448
13.279
12.3985
11.086
11.1745
13.8155
11.859
11.072
11.5285
14.219
14.205
15.343
13.384
13.2135
14.382
12.2965
14.2565
12.2585
12.0665
14.1485
12.999
15.678
14.1205
15.6795

9.551
11.3675
8.6935
12.689
6.8915
9.407
6.764
9.666
8.2945
8.9015
8.1105
7.803
6.9665
11.387
11.034
9.6415
7.906
9.3745
8.7845
8.011
12.0865
7.918
8.9335
10.568
8.758
6.6865
10.7085
9.7145
9.742
7.8775
10.024
10.13
7.548
10.0505
12.846
11.952
14.007
11.366
10.661
11.866
10.2885
11.7595
8.9505
9.714
12.1355
10.376
13.024
11.5585
13.7355

7.06
6.8555
5.8975

10.0765
6.4325
6.492
6.427
7.0425
6.086
5.681
7.162
71745
6.013
7.8475
9.108
7.782
5.619
6.3875
6.369
6.1955
9.0255
5.881
5.8595
6.744
5.8345
6.3745
8.149
7.2125
5.889
5.9715
8.555
6.3725
5.5825
6.036
8.696
8.604
9.722
7.518
7.3035
8.4615
6.3745
8.0635
5.997
5.588
7.2495
5.957
8.349
6.7095
8.0685

10.226
12.39
6.3945
12.8345
7.997
12.6165
7.581
10.2715
9.286
7.757
9.416
9.6155
8.7725
10.393
11.175
9.8225
7.894
9.973
9.933
7.711
12.4885
8.243
7.2955
13.5915
8.273
9.573
11.135
10.277
12.6095
8.5985
11.135
10.7965
9.001
9.247
10.8335
11.6525
12.154
11.1355
11.1445
12.264
7.919
11.3995
10.434
7.274
11.973
10.507
13.9345
11.7845
13.73

1.018
-1.328
3.709
1.461
2.664
-1.849
3141
1.069
1.1
2.248
2134
1.95
1.656
1.919
2.486
2.534
2.33
1.043
1.084
3.232
1.307
2.45
3.496
-1.906
2.549
1.875
2144
2121
-1.524
2.576
2.681
1.062
2,071
2.281
3.386
2.552
3.189
2.248
2.069
2118
4.378
2.857
1.825
4.793
2176
2.492
1.744
2.336
1.95

1.152
4.14
7.865
0.89
6.988
7.857
2.013
3.599
1.12
6.569
7.923
3.917
11
1.027
5.485
4.754
4.148
3.226
1.902
0.789
0.345
5.54
3.062
0.092
4.119
1.053
0.165
1.114
5.496
548
1.238
0.139
3.991
1.484
1.964
3.184
22711
242
4.561
2.876
6.034
1.81
2.509
1.352
4.251
1.781
0.907
0.069
0.548



